MTase_II_00157 Type (CDS_0040)
39 41 42 43 44 45 46 47 48 49 50 51 52 53 54 55 56 57 58

MGV-GENOME-0280329: 32,599-40,048 (+)
46 47 48 49 50 51 52 53

IMGVR_UViG_3300029783_000016|3300029783]Ga0243236_1000617: 32,698-40,092 (+)
37 38 41 42 43 45 46 47 48 49 50 51 52

— —————— ——————— — & — — — — —— ] I ——
uvig_303261:32,984-40,736 (+)

Lar-like restriction alleviation protein (CDS_0049)

43 44 45 47 48 50

uvig 69522:31,911-38,756 (+)
Lar-like restriction alleviation protein (CDS_0046)
40 41 42 47 48 49

MGV-GENOME-0276177:30,877-39,273 (+)
Lar-like restriction alleviation protein (CDS_0047)
46 48

MGV-GENOME-0280929: 31,947-40,228 (+)
Lar-like restriction alleviation protein (CDS_0055)
47 53 54 56 61 62 63

B
MGV-GENOME-0255917:26,872-36,376 (+)
Lar-like restriction alleviation protein (CDS_0055)
53 54 56

IMGVR_UViG_3300045988_010908|3300045988|Ga0495776_016972:27,016-36,313 (+)

—
IMGVR_UViG_3300045988_017762|3300045988|Ga0495776_001034: 30,944-39,252 (+)
35 38 39 40

[ |
MGV-GENOME-0264615:29,834-37,607 (+)
PDC-M11B_WP_204471233.1 (CDS_0054)

47 52 53 55 56 57 62 63 64 65
— I E———— ——  ———— —— ——]
IMGVR_UViG_3300045988_007058|3300045988|Ga0495776_017057:26,664-35,683 (+)

51 53 54 55 56

MGV-GENOME.0258930: 26.943.36,027 (1)
PDC-M11B_WP_204471233.1 (CDS_0052)

HNH endonuclease (CDS_0055)

50 51 53 54 56 57 58

|
#
y

IMGVR_UViG_3300045988_022210|3300045988|Ga0495776_085943: 26,643-36,364 (+)
51 52 53

—
MGV-GENOME-0253022:26,567-35,021 (+)
53 54 55 56 57

—
MGV-GENOME-4415802: 28,207-36,221 (+)
47 49 50 51 52 53

IMGVR_UViG_3300008640_000320|3300008640|Ga0111422_100179[181-37784:26,623-34,582 (+)
42 43 44 45 50

IMGVR_UViG_3300029770_000020|3300029770|Ga0168716_100734:31,220-40,070 (+)
3000 nt {
DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover unknown function defence (PADLOC)




