polysaccharide chain length determinant protein (CDS_0027)

DNA polymerase (CDS_0025) endonuclease VII
DNA primase/helicase (CDS_0019) 20 21 22 23 DNA polymerase (CDS_0024) 26 28 29 30 exonuclease (CDS_0031)

MGV-GENOME-0286724:13,955-23,722 (+)

endonuclease (CDS_0021)

DNA polymerase (CDS_0022)
DNA polymerase (CDS_0020) 2324 26
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MGV-GENOME-0292584: 17,804-24,843 (+)

25 27 29 endonuclease VII (CDS_0034)

MOV-GENOME-0286693: 17,198-24,527 (+)
HEase_00016 homing (CDS_0028)

NC_048064.1:15,413-23,555 (+)
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NC_008152.1: 1494223247 (+)
3000 nt !
DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function defence (PADLOC)
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