
Gordonia_phage_Twister6: 36,393-46,311 (+)

44 45 46 47 48 49 50
HNH endonuclease (CDS_0051)

52 53 54 55
replication initiation protein (CDS_0056)

RuvC-like Holliday junction resolvase (CDS_0057)

58

NC_055816.1: 39,241-48,029 (+)

47 50 51 52 57 58 59 60

NC_055798.1: 38,786-47,125 (+)

Druantia_II__DruM (CDS_0054)
replication initiation protein (CDS_0056)

57

NC_055751.1: 38,585-47,553 (+)

53 MTase_II_00173 Type (CDS_0054) 61

Gordonia_phage_Valary: 39,520-48,134 (+)

RecT-like ssDNA annealing protein (CDS_0050) Druantia_II__DruM (CDS_0053)

Gordonia_phage_Wizard: 38,757-47,351 (+)

Druantia_II__DruM (CDS_0050)

Gordonia_phage_VanDeWege: 38,881-47,696 (+)

Druantia_II__DruM (CDS_0054) 59

Gordonia_phage_PinkCoffee: 38,884-47,107 (+)

53 MTase_II_00173 Type (CDS_0054)

NC_055752.1: 39,318-47,777 (+)

51 MTase_II_00173 Type (CDS_0052)

Gordonia_phage_Barb: 38,884-47,256 (+)

53 MTase_II_00173 Type (CDS_0054) 60

Gordonia_phage_RogerDodger: 38,915-47,978 (+)

54 MTase_II_00173 Type (CDS_0055) 60 61

Gordonia_phage_complete: 38,833-47,972 (+)

51 52

Gordonia_phage_Mutzi: 39,712-48,280 (+)

52 53

Gordonia_phage_Jambalaya: 38,389-47,437 (+)

48 DNA methyltransferase (CDS_0049)

NC_055857.1: 38,389-47,437 (+)

48 DNA methyltransferase (CDS_0049)

NC_055861.1: 38,378-47,449 (+)

51 52 53

Gordonia_phage_Nubi: 38,709-47,210 (+)

51 52

Gordonia_phage_Evamon: 38,740-46,778 (+)

49 50 56

Gordonia_phage_Phlop: 38,811-47,131 (+)

Druantia_II__DruM (CDS_0050)

Gordonia_phage_TillyBobJoe: 34,263-43,695 (+)

37 38 39 40 41 mads_3 (CDS_0043) replication initiation protein

3000 nt

DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder) defence (PADLOC)


