RuvC-like Holliday junction resolvase (CDS_0055)
replication initiation protein (CDS_0054)
53 I 56 57 58 59 60 61 62 63 64 65 66

NC_055816.1:44,004-49,883 (+)
replication initiation protein (CDS_0050) 55] 61
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Gordonia_phage_TillyBobJoe: 42,983-49,384 (+)
53  MTase_II_00173 Type (CDS_0054) 57 60 62 66

Gordonia_phage Barb:41,640-49,094 (+)
52 Druantia_ll__DruM (CDS_0054) 59 60 62 64

Gordonia_phage VanDeWege: 41,218-49,568 (+)
51 52 58 59

Gordonia_phage_Nubi: 41,472-49,082 (+)

|

Gordonia_phage RogerDodger: 41,252-50,047 (+)

57 58
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Gordonia_phage_complete: 41,198-50,041 (+)

59 64

Gordonia_phage_YungMoney: 44,736-50,841 (+)
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Gordonia_phage_Mutzi: 42,592-50,001 (+)
DNA methyltransferase (CDS_0049) 54
1 S
Gordonia_phage_Jambalaya: 40,871-48,763 (+)
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Gordonia_phage_Evamon:41,503-48,767 (+)
56 60
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Gordonia_phage_Phlop: 41,169-48,614 (+)

NC_055861.1:43,664-51,103 (+)

[ 3000 nt i

DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder) defence (PADLOC)
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