
TemPhD_cluster_35939_: 29,142-36,004 (+)
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transcriptional repressor (CDS_0037)
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Sak-like ssDNA annealing protein (CDS_0045)

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0046)
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IMGVR_UViG_2826578573_000002|2826578573|2826578573|1013033-1057619: 31,874-37,983 (+)

39 40 41

IMGVR_UViG_2603879798_000001|2603879798|2603889829: 31,118-37,752 (+)

40 42 replication initiation protein (CDS_0050)

TemPhD_cluster_23215: 37,184-43,151 (+)

49

TemPhD_cluster_13272: 28,692-37,053 (+)
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excisionase (CDS_0035)

Tha (CDS_0036) 37 42 43

TemPhD_cluster_48625: 31,713-39,131 (+)

42 44 45
single strand DNA binding protein (CDS_0046)

48
DnaC-like helicase loader (CDS_0051)

transcriptional regulator (CDS_0052)

53

AP008953.1: 30,945-37,983 (+)

42 43 single strand DNA binding protein (CDS_0044)

TemPhD_cluster_41097: 31,713-38,441 (+)

44

Sak-like ssDNA annealing protein (CDS_0045)
Sak-like ssDNA annealing protein (CDS_0046)

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0047)

IMGVR_UViG_2568526751_000002|2568526751|2568596928|324141-369694: 33,697-40,329 (+)

4243 46 47 single strand DNA binding protein (CDS_0048) transcriptional regulator

TemPhD_cluster_16311: 28,812-37,158 (+)

transcriptional repressor (CDS_0037) 42
Mu Gam-like end protection (CDS_0044)

Erf-like ssDNA annealing protein (CDS_0045)
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0046)

TemPhD_cluster_41296: 28,681-36,274 (+)

40

IMGVR_UViG_2660238025_000004|2660238025|2660253035|878289-920410: 30,579-37,674 (+)

Mu Gam-like end protection (CDS_0043)
Erf-like ssDNA annealing protein (CDS_0044)

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0045)

IMGVR_UViG_2826488106_000002|2826488106|2826488106|1099359-1143817: 30,661-39,246 (+)

39
anti-SOS response (APIS178) (CDS_0040)

43

TemPhD_cluster_48658_: 30,403-38,939 (+)

40 41 PDC-S47_WP_148603747.1 (CDS_0047)

TemPhD_cluster_60524: 27,958-35,453 (+)

40 45 46

TemPhD_cluster_41413: 29,048-36,943 (+)
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TemPhD_cluster_24319: 31,164-38,846 (+)

Mu Gam-like end protection (CDS_0045)
Erf-like ssDNA annealing protein (CDS_0046)

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0047)

IMGVR_UViG_2568526193_000004|2568526193|2568553764|298661-340803: 30,275-37,708 (+)

40 Mu Gam-like end protection (CDS_0044)
Erf-like ssDNA annealing protein (CDS_0045)

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0046)

TemPhD_cluster_26873: 37,935-46,416 (+)

Mu Gam-like end protection (CDS_0050)
Erf-like ssDNA annealing protein (CDS_0051)

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0052)

56
replication initiation protein (CDS_0057)

transcriptional regulator (CDS_0059)

IMGVR_UViG_2563367101_000006|2563367101|2563428925|726010-769178: 29,799-37,753 (+)

38 Mu Gam-like end protection (CDS_0040)
Erf-like ssDNA annealing protein (CDS_0041)

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0042)

TemPhD_cluster_48839_: 28,107-37,158 (+)

37 38 39 40
DNA binding protein (CDS_0041)

42

IMGVR_UViG_2603879923_000005|2603879923|2603894381|28474-73542: 31,876-39,022 (+)

41 43
Erf-like ssDNA annealing protein (CDS_0044)

47

NC_054975.1: 29,675-37,091 (+)

38 39 45 46

IMGVR_UViG_2826539780_000001|2826539780|2826539780|1053232-1098387: 29,684-37,416 (+)

38
anti-SOS response (APIS178) (CDS_0039)

40 41 45 46

IMGVR_UViG_2563367108_000001|2563367108|2563429079|487351-529793: 28,575-35,236 (+)

37 38 39 40

IMGVR_UViG_2571042797_000005|2571042797|2571149719|48216-88090: 26,486-35,332 (+)

35 36 replication initiation protein (CDS_0043)
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