
MGV-GENOME-0249091: 18,410-26,082 (+)

22 23 24 holin (CDS_0025) 26
superinfection exclusion (CDS_0027)

28

transcriptional repressor (CDS_0029)
anti-repressor (CDS_0030)

31 32 33 34 35 36 37 exonuclease

MGV-GENOME-0203589: 18,095-24,648 (+)

26 27 31

IMGVR_UViG_3300029589_000021|3300029589|Ga0245106_100945: 18,488-26,242 (+)

25 27 28

MGV-GENOME-0236119: 18,358-26,112 (+)

26 28 29

IMGVR_UViG_3300045988_097530|3300045988|Ga0495776_044287: 18,442-25,682 (+)

27 29 30 32

uvig_552395: 17,670-25,929 (+)

20 25 26 superinfection exclusion (CDS_0028)
transcriptional repressor (CDS_0029)

IMGVR_UViG_3300045988_111579|3300045988|Ga0495776_017726: 17,864-26,338 (+)

25 26

IMGVR_UViG_3300045988_109254|3300045988|Ga0495776_021463: 18,871-26,789 (+)

29 30 31 exonuclease (CDS_0036)

uvig_564295: 18,674-26,423 (+)

27 30 31

uvig_557648: 18,176-27,737 (+)

25 superinfection exclusion (CDS_0028)

transcriptional repressor (CDS_0029)

30
anti-SOS response (APIS178) (CDS_0031)

32 33 34

MGV-GENOME-0207247: 18,391-27,950 (+)

Cas14u CAS-V-F; (CDS_0024) 27
superinfection exclusion (CDS_0028)

29 transcriptional repressor (CDS_0030) 36

3000 nt

DNA, RNA and nucleotide metabolism lysis moron, auxiliary metabolic gene and host takeover transcription regulation unknown function defence (PADLOC) anti-defence (dbAPIS)


