MGV-GENOME-0316438: 1-8,000 (+)
RND_perm_OgxB-NCBIFAM multidrug efflux RND transporter permease subunit OgxB (NFO00037.1) (CDS_0001)

e A —
uvig 358774:2-7,987 (+)

5 7 RNA polymerase (CDS_0011) nucleotide kinase (CDS_0012)

IMGVR_UViG_3300045988 087877|3300045988\Ga0495776 007992:2,167-11,1
37 36 35 dUTPase

retron_type_VI_hth_cluster2_1 (CDS_0005)

3 4

MGV-GENOME-0276662: 2,314 10, 410( )
2 3 retron_type_VI_hth_cluster2_1 (CDS_0004)

MGV-GENOME-0251751: 68-7,801 (+)
39 38

I I N N
IMGVR_UViG_3300034415 OOOl44|3300034415\(330168781 00098|864-37123:28,891-36,260 (-)

terminase large subunit (CDS_0001) retron_type_VI_hth_cluster2_1 (CDS_0005)
2 4 6

Ma_2019_SRR413741_NODE_323_length_41452_cov_4.544919:1-7,784 (+)
4 5 6

— — —
IMGVR_UViG_3300045988 090415|3300045988\62\0495776 005702:2,251-10,039 (+)
3 4 8
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NAD synthetase (CDS_0003)
terminase large subunit (CDS_0001) 2 4 5
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uvig_573751:1-13,477 (+)
terminase large subunit (CDS_0001) 2 3 4 5

IMGVR_UViG_3300029417_000007|3300029417|Ga0243409_100608: 1-9,978 (+)
terminase large subunit (CDS_0003)
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IMGVR _UViG_3300045988 071759|3300045988|Ga0495776_113492:1-8,871 (+)
5000 nt i
DNA, RNA and nucleotide metabolism head and packaging other unknown function defence (PADLOC) AMR (AMRFinderPlus)
I




