
MGV-GENOME-0247860: 21,506-30,077 (+)

25 26 DS-30__DS-30D (CDS_0027) 28 transposase (CDS_0029) 30 31

exonuclease (CDS_0032)
exonuclease (CDS_0033)

34 35
RusA-like Holliday junction resolvase

IMGVR_UViG_3300045988_176196|3300045988|Ga0495776_068611: 21,507-30,373 (+)

DrmD_00013 DrmD (CDS_0029) 30

IMGVR_UViG_3300029076_000027|3300029076|Ga0169233_100323: 21,506-34,423 (+)

30 31
transposase (CDS_0032)

transposase (CDS_0033)

3-hydroxymyristoyl] glucosamine N-acyltransferase [LPS (VF0542) (CDS_0034)

MGV-GENOME-0234817: 19,851-27,957 (+)

23 28

IMGVR_UViG_3300045988_177344|3300045988|Ga0495776_125520: 19,852-28,422 (+)

transposase (CDS_0028)

SAMN05827013_a1_ct6780_vs1: 36,809-42,164 (-)

4849505152

IMGVR_UViG_3300045988_181428|3300045988|Ga0495776_067596: 36,808-42,553 (-)

4849505152

IMGVR_UViG_3300045988_181209|3300045988|Ga0495776_055853: 36,807-43,125 (-)

484950515253

MGV-GENOME-0279925: 36,801-42,024 (-)

4849505152

MGV-GENOME-0279857: 36,800-42,009 (-)

474849505152

5000 nt

DNA, RNA and nucleotide metabolism integration and excision unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB)


