portal protein (CDS_0013) protease (CDS_0017) 2123 27 32
10 11 12 14 15 16| 18 1920[22[24 25 26 [28 2930317 33

I S
MGV-GENOME-0277317:9,914-24,253 (+)

23
16 29)
15 T17 18 1920217 |24 25

— —
uvig_388492:9,914-24,545 (+)

16 25 29
15 T17 18 1920 21222324 26 272830 31
I | I — - - L1 1 W B | & | | & BN N |
ivig_460: 9,914-28,744 (+)
15 1617 18

N
MGV-GENOME-0304931:9,914-22,123 (+)
18
17 20
15 16 [)19]21 22 28

MGV GENOME 0240313 9914 20,241 (+)
17

18
15 1IL19 endonuclease (CDS_0020) 27

MGV-GENOME-0237847:9,828-19,989 (+)
18

17|
15 16] Il? endonuclease (CDS_0020)

MGV-GENOME-0241815: 9,828-20,589 (+)
17
16 19
15 [[18]20 endonuclease (CDS_0021)

L
MGV-GENOME-0243817:9,914-19,630 (+)
15  endonuclease (CDS_0016)

L
MGV-GENOME-4408138:9,828-18,636 (+)

protease (CDS_0017)
20
19 22

15 16 | 18[[21]23 endonuclease (CDS_0024)

o

I S —

MGV-GENOME-0307395: 9,913-23,809 (+)
protease (CDS_0017)

20

o

21
18 11I22 endonuclease (CDS_0023)

15 16

——
MGV-GENOME-0261934: 9,828-23,909 (+)

20
16 19] 22
15 T17 18 J21]23 endonuclease (CDS_0024)

| I
MGV-GENOME-4424210:9,913-24,118 (+)
protease (CDS_0017)
20

21
15 16 | 18 1;I22 endonuclease (CDS_0023)

|
MGV-GENOME-0261931:9,828-23,909 (+)
protease (CDS_0017)21

20
15 16| 18 19] I 22 endonuclease (CDS_0023)

I
MGV-GENOME-0264099: 9,828-24,285 (+)
protease (CDS_0017) 2123

15 16| 18 19 20[22[24 endonuclease (CDS_0025)
| I L1 P N N N
MGV-GENOME-0274848: 9,913-25,058 (+)
21
16 2OI
15 T17 18 19] |22 endonuclease (CDS_0023)

MGV-GENOME-4415563:9,828-24,128 (+)
21

20
15 1617 18 15 Igz endonuclease (CDS_0023)

——
MGV-GENOME-0276463:9,828-23,924 (+)
21

20
15 1617 18 19] Igz endonuclease (CDS_0023)

|
MGV-GENOME-0270292: 9,914-24,649 (+)
protease (CDS_0017)
20

19)
15 16| 18] (21 22

| I SN DN BN N ——
uvig_186885:9,914-23,283 (+)
protease (CDS_0017)
19
15 16| 18 20 endonuclease (CDS_0021)

protease (CDS_0017)

15 16 18 1920 endonuclease (CDS_0021)
oD D DD a@—C &b XD
MGV-GENOME-0301141: 9,828-24,505 (+)
16
15 T17 18 endonuclease (CDS_0019)

| S
MGV-GENOME-4414254:9,828-23,057 (+)
16
15 T17 18 endonuclease (CDS_0019)

| e r—]
MGV-GENOME-4414205:9,828-23,018 (+)
16
15 T17 18 endonuclease (CDS_0019)

MGV-GENOME-4414379:9,828-23,160 (+)
protease (CDS_0018)

17
15 16] | 19 endonuclease (CDS_0020)

I S
MGV-GENOME-0266639:9,828-23,442 (+)
15 1617 18 19 endonuclease (CDS_0020)

——
MGV-GENOME-0259041: 9,914-23,625 (+)
15 16 23

I
MGV-GENOME-0235266:9,914-19,999 (+)
RuvC-like Holliday junction resolvase (CDS_0025)

28
16 DEDDh_I_II_IIIV_V_VI_1 (CDS_0021) 277 30
15 T1718 19 20 | 22 23 24 26 [29]31 endonuclease (CDS_0032)

—— I E— E—— BN e B N . —
uvig_328431:9,913-32,821 (+)

RuvC-like Holliday junction resolvase (CDS_0023)

27
DEDDh_I_II_NI_IV_V_VI_1 (CDS_0019) 26
15 16 17 18 | 20 21 22 2425] | 28 endonuclease (CDS_0029)
CODDE DO X KICH X K KKK D-XHID
L ——————— e ——————————————————————_—L ST EE  EEE
uvig 555376:9,914-30,191 (+)
protease (CDS_0017) endolysin (CDS_0028) 33
15 16| 18 1920 21 2223 2425 26 27 | 29 30 3132]34 endonuclease (CDS 0035)

I I L - -
IMGVR_UViG_3300029415_000153|3300029415/Ga0243378_1000194|38682-87564: 9,915-33,203 (+)
16
15 T17 18 19 202122 23 2425 26 2728 29 30 3132 endonuclease (CDS_0033)

C T BT BT R B — W e By
uvig_334397:9,915-32,508 (+)

protease (CDS_0017)

19
15 16| 18]2021 2425
| I B Ba——— [
MGV-GENOME-0282897:9,914-21,987 (+)
protease (CDS_0017)

15 16] 18 1920
e N SN N . . .
MGV-GENOME-0249171:9,914-22,246 (+)

16

15 [17.18 21

. S — . N . E—
MGV-GENOME-0226241:9,914-18,251 (+)

30
23 25 272932
15 1617 18 19 202122 24] 26 [2831[33 34 363738
LD D DD — @@ Ce-acHAID-dd

I I — L]
IMGVR_UViG_3300045988_154415|3300045988|Ga0495776_188577:9,834-28,498 (+)
protease (CDS_0017)
19
15 16 | 18[20 21

|
I 5

T — ]
MGV-GENOME-0285081: 9,914-23,533 (+)

tRNA-Undet(NNN)
15 16 17 18 19 T 24

— —
MGV-GENOME-0279707:9,913-22,638 (+)

15 16 17 18

I S
MGV-GENOME-0273961:9,913-21,492 (+)
15 16

| E——
MGV-GENOME-0217547:9,914-18,054 (+)

terminase large subunit (CDS_0024)
protease (CDS_0017)
15 16| 1819 25

——— ——— ] E—
MGV-GENOME-0245082: 9,915-23,693 (+)

20
15 1617 18 19] 21 2223

I S — R —— N E—— . e E—
MGV-GENOME-0269688: 9,914-27,946 (+)

15 1617 18 20 21

MGV-GENOME-0227486:9,839-19,431 (+)
15 1617 18 anti-CRISPR-Cas evasion by DNA repair (AP1S177) (CDS_0019)

I ——
MGV-GENOME-0258689:9,839-21,754 (+)

15
| T ———————
MGV-GENOME-4403532:9,839-17,512 (+)
15 1617 18 endonuclease (CDS_0019)
L e e et ———— P N S
uvig_539728:9,914-22,192 (+)
16

15 I17 endonuclease (CDS_0018)

MGV-GENOME-0232471:9,839-20,774 (+)

24
23 26
19 2021 22 [[25/27 endonuclease (CDS 0028)
DD D DDE G ICD-_bDl

e [ L L]
IMGVR_UViG_3300045988_147281|3300045988|Ga0495776_178596:16,919-30,904 (+)
ParA-like partition protein (CDS_0022)
19 2021 T endonuclease (CDS_0023)

Lt e S~ T e —
MGV-GENOME-0284923: 16,920-28,512 (+)
19 202122 endonuclease (CDS_0023)

|
OTU_1602:16,920-28,363 (+)
19 2021 22 endonuclease (CDS_0023)

uvig 493433:16,920-30,960 (+)
15 16 endonuclease (CDS_0017)

uvig_539085:9,914-19,442 (+)
15

I ——
MGV-GENOME-0220039: 9,914-16,910 (+)
19 2021 22

—— EEESS———— W —
MGV-GENOME-0302701: 16,920-28,876 (+)

24
19 2021 23]25

I

MGV-GENOME-0273064: 18,002-27,800 (+)
endolysin (CDS_0021) 29
15 1617 18 19 20| 22 23 24 25 26 27 28]30 endonuclease (CDS 0031)

uvig 193521:9,914-34,618 (+)
endolysin (CDS_0021)
15 1617 18 19 20 [ 22 23 24 25 26 27
CoDDC Dbt > oD DD HETHDIONED
MGV-GENOME-0306814:9,914-31,967 (+)

PDC-M24A_WP_014405001.1 (CDS_0037)

PDC-S31 WP_063883643.1(CDS_0023) endolysin (CDS_0026) 32 34 HNH endonuclease (CDS_0039)
19 2021 22 24 25 [ 27 28 29 3031[33 | 35 36 | 38

— — [
IMGVR_UViG_3300030035_000192|3300030035|Ga0245021_100467(5117-63568: 16,920-42,776 (+)

PDC-M24A_WP_014405001.1 (CDS_0038)

PDC-S31_WP_063883643.1 (CDS_0023) endolysin (CDS_0026) 3133 35 HNH endonuclease (CDS_0040)
19 2021 22 24 25 [ 27 28 29 30[32[34 [ 36 37 | 39

IMGVR_UVIG_ 3300029 122.000273| 33000291 22| Ga0168799. 10000297 1833-130152: 16,920 42,644 (+)
PDC-531_WP_063883643.1 (CDS_0023)
endolysin (CDS_0026) 3133 35
19 2021 22 24 25 [ 27 28 29 30[32[34 | 36 HNH endonuclease (CDS_0037)

I

I
I%
|
L%

— — —
IMGVR_UViG_3300029581_000234/3300029581|Ga0244848_1000039|57111-112719:16,920-40,964 (+)
PDC-531_WP_063883643.1 (CDS_0023)
endolysin (CDS_0026)
19 2021 22 24 25 | 27 28 29 HNH endonuclease (CDS_0030)

;ﬂ

MGV-GENOME-0314149: 16,920-36,882 (+)
PDC-S31_WP_063883643.1 (CDS_0023) HNH endonuclease (CDS_0030)
endolysin (CDS_0026)
19 2021 22 24 25 [ 27 28 29 31

I

|

-
4I

I e e —— ] ] S —— S S E— - —
IMGVR_UViG_3300045988_172502|3300045988|Ga0495776_078249:16,920-37,165 (+)

PDC-M24A WP_014405001.1 (CDS_0032)
PDC-S31_ WP_063883643.1 (CDS_0019) endolysin (CDS_0022) 27 29 HNHendonuclease (CDS_0034)
15 1617 18 20 21 [ 23 24 25 26]28 [ 3 31 |33 36

I
I
N

MGV-GENOME-0311870: 9,914-35,573 (+)
PDC-S31 WP_063883643.1 (CDS_0023)
26 28

19 2021 22 24 25]27 | 29 HNH endonuclease (CDS_0030)

I

I

i
-

— —
IMGVR_UViG_3300029548_000007|3300029548|Ga0245003_100546: 16,920-34,209 (+)
19 2021 22 23 24 HNH endonuclease (CDS_0025)

MGV-GENOME-0305472: 16,920-31,445 (+)
PDC-S31_WP_063883643.1 (CDS_0023) 32
endolysin (CDS_0026) 31 34
19 2021 22 24 25 [ 27 28 29 30 [B3[35 endonuclease (CDS.0036)

I
i
I
%

MGV-GENOME-0321901: 16,920-40,488 (+)
PDC-S31_WP_063883643.1 (CDS_0023) 32
endolysin (CDS_0026) 3134
19 2021 22 24 25 [ 27 28 29 30 B3[35 endonuclease (CDS_0036)

I
I
I E
|

— — — — EEE—— 0N EEEE oo B B SE——
IMGVR_UViG_3300045988_170441[3300045988|Ga0495776_113336: 16,920-40,488 (+)

PDC-S31_WP_063883643.1 (CDS_0023)
endolysin (CDS_0026) 3335
19 2021 22 24 25 [ 27 28 29 3031 323436 endonuclease (CDS_0037)

I
I
'
I
E

— | O BN o B B S —
IMGVR_UViG_3300029524 000316|3300029524|Ga0244794_100080|213-56997: 16,920-42,142 (+)

PDC-S31_WP_063883643.1 (CDS_0023)
endolysin (CDS_0026) 33
24 25 27 28 29 30 Q?QI§4 endonuclease (CDS_0035)

N
N

|
I
|
I8
I
I%
|
|
!
I
|

19 2021

ivig_1525:16,920-41,464 (+)
PDC-531_WP_063883643.1 (CDS_0023)

endolysin (CDS_0026) 3133
19 2021 22 24 25 T 27 28 29 30 I?QI§4 endonuclease (CDS_0035)
. E—— —— L) IS BN S —
IMGVR_UViG_2904857024_000002|2904857024|2904857046|85877-141513: 16,920-40,991 (+)

PDC-M24A_WP_014405001.1 (CDS_0029)
24
protease (CDS_0017) 21 23 26 HNH endonuclease (CDS_0031)
15 16] 18 1920 [22]]25 T 27 28 | 30

o
4

MGV-GENOME-0277522:9,914-27,087 (+)
PDC-M24A_WP_014405001.1 (CDS_0026)

21
protease (CDS_0017) 20 23 HNH endonuclease (CDS_0028)
15 16] 18 19]]22 T 24 25 27
DD D DD~
MGV-GENOME-0312302: 9,914-26,272 (+)
protease (CDS_0017) PDC-M24A WP_014405001.1 (CDS_0029)
19 24 26 HNH endonuclease (CDS_0031)
15 16| 18 | 20 212223]25 [ 27 28 | 30
S, B ) B B, S— S Y Ve S Sy S O S W VB,

MGV-GENOME-0294748:9,914-28,205 (+)
PDC-M24A_WP_014405001.1 (CDS_0025)
protease (CDS_0017)
20 22 HNH endonuclease (CDS_0027)
15 16| 181921 [ 23 24 | 26 |

|
MGV-GENOME-0269196:9,914-25467 (+)
PDC-M24A_WP_014405001.1 (CDS_0024)
19 21 HNH endonuclease (CDS_0026)
15 16171820 [ 22 23 | 25 [

I I N S R S . —
MGV-GENOME-0272943: 9,914-25422 (+)
protease (CDS_0017) PDC-M24A_WP_014405001.1 (CDS_0025)

20 22 HNH endonuclease (CDS_0027)
15 16| 18 19]21 [ 23 24 |26 [

I
MGV-GENOME-0290629: 9,914-26,610 (+)
PDC-M24A_WP_014405001.1 (CDS_0028)
23
protease (CDS_0017) 22 25 HNH endonuclease (CDS_0030)
15 16 1819 20 21]|24 [ 26 27 | 29

i%

MGV-GENOME-0279180:9,914-27,421 (+)
PDC-M24A_WP_014405001.1 (CDS_0020)
HNH endonuclease (CDS_0022)
151617 18 19 | 21 [

|
I
g

N
MGV-GENOME-0260568:9,335-20,142 (+)
PDC-M24A_WP_014405001.1 (CDS_0019)
HNH endonuclease (CDS_0021)
15 16 17 18 20

|

I

i
4

MGV-GENOME 0239694: 9,914 20,532 (+)
PDC-M24A WP_014405001.1 (CDS_0022)
17 19 HNH endonuclease (CDS_0024)
15 16]18 [ 20 21 | 23 [

:%

MGV-GENOME-0246501: 9,914-21,523 (+)
PDC-M24A WP_014405001.1 (CDS_0022)
17 19 HNH endonuclease (CDS_0024)
15 1618 [ 20 21 | 23

I

I
o
4

B ——— N ——— [ B
MGV-GENOME-0250907: 9,914-22,236 (+)

PDC-M24A_WP_014405001.1 (CDS_0023)
18
17 20 HNH endonuclease (CDS_0025)
15 1419 T 21 22 | 24

|

I
!
4

MGV-GENOME-0296231:9,913-24,286 (+)
RuvC-like Holliday junction resolvase (CDS_0026)

PDC-M24A_WP_014405001.1 (CDS_0034)
DEDDh_I_ILIII_IV_V_VI_1(CDS_0022) 29 31 HNH endonuclease (CDS_0036)
15 1617 18 19 20 21 | 23 24 25 2728]30 [ 32 33 |35

uvig_156477:9,914-36,868 (+)
PDC-M24A_WP_014405001.1 (CDS_0020)
HNH endonuclease (CDS_0022)
15 1617 1819 | 21 |

| S
MGV-GENOME-0258187:9,914-23,485 (+)
19
15 1617 18—I HNH endonuclease (CDS_0020)

I
MGV-GENOME-0250255:9,914-22,127 (+)
PDC-M24A_WP_014405001.1 (CDS_0022)

protease (CDS_0017) 21 HNH endonuclease (CDS_0024)
15 6] 18 19 207 |23
[ L | T I

I S
MGV-GENOME-0265172:9,914-24,706 (+)
PDC-M24A_WP_014405001.1 (CDS_0020)
HNH endonuclease (CDS_0022)

16 19
15 Ta718] |21 [

| S
MGV-GENOME-4413842:9,914-22,957 (+)
21
15 1617 18 19 20] HNH endonuclease (CDS_0022)

I
MGV-GENOME-0256450:9,914-23,192 (+)
PDC-M24A_WP_014405001.1 (CDS_0024)
19 21 HNH endonuclease (CDS_0026)
15 1617 18]20 [ 22 23 | 25 [

e 5 S - LB [ g e
MGV-GENOME-0311041:9,914-24,410 (+)
PDC-M24A_WP_014405001.1 (CDS_0019)
HNH endonuclease (CDS_0021)
15 161718 | 20 |

e e |
MGV-GENOME-0253464:9,914-21,652 (+)
PDC-M24A_WP_014405001.1 (CDS_0029)
19 endolysin (CDS_0023) HNH endonuclease (CDS_0031)
15 1617 18 T20 21 22 [ 242526 27 28 |30 ]

|
I
4I

uvig_453600:9,914-31,483 (+)
PDC-M24A WP_014405001.1 (CDS_0025)
19 HNH endonuclease (CDS_0027)
15 1617 18 T20 21 22 23 24 |26

I
I
41

MGV-GENOME-0287849:9,914-29,144 (+)
PDC-M24A_WP_014405001.1 (CDS_0036)

endolysin (CDS_0019) 26 31 33 HNH endonuclease (CDS_0038)
15 1617 18 | 20 21 22 23 24 252728 29 30[32 | 34 35 |37

OTU_1078:9,914-34,316 (+)
HNH endonuclease (CDS_0019)
15 16 17 18

I
MGV-GENOME-0281016: 9,913-22,455 (+)
PDC-M24A WP_014405001.1 (CDS_0022)
HNH endonuclease (CDS_0024)
15 16 17 1819 20 21 | 23 [

| I I . LB | o ]
uvig 379051:9,914-25,745 (+)
PDC-M24A_WP_014405001.1 (CDS_0018)
HNH endonuclease (CDS_0020)
1516 17 | 19 |

I S S S S . . —
MGV-GENOME-0252657:9,914-20,057 (+)
PDC-M24A_WP_014405001.1 (CDS_0018)
HNH endonuclease (CDS_0020)
15 16 17 |19

I —— S — e . —
MGV-GENOME-0238302: 9,913-20,317 (+)

PDC-M24A_WP_014405001.1 (CDS_0021)
protease (CDS_0017) HNH endonuclease (CDS_0023)
15 1618 19 20 | 22

4I
E

MGV-GENOME-0278626:9,914-24,833 (+)

PDC-M24A_WP_014405001.1 (CDS_0017)
15 HNH endonuclease (CDS_0019)

16 | 18]

!%

MGV-GENOME-0233153:9,914-18,912 (+)
PDC-M24A_WP_014405001.1 (CDS_0016)
HNH endonuclease (CDS_0018)
15 | 17

|

|

.
3

|

I — LB
7 (+)

MG\/—GENOME-4408571:9,914-18,7? (
PDC-M24A_WP_014405001.1 (CDS_0020)

17 HNH endonuclease (CDS_0022)

15 16 [ 18 19 | 21

|

I
.
4

uvig_569274:9,878-22,283 (+)
PDC-M24A_WP_014405001.1 (CDS_0042)

16 endolysin (CDS_0026) 35 37 HNH endonuclease (CDS_0044)
15 T17 18 19 202122 23 2425 T27 28 29 30 3132 33 34:I§6 IQS 39 40 41 43

L L L
IMGVR_UViG_3300029479_000007|3300029479|Ga0244137_100320: 9,914-36,839 (+)
PDC-M24A_WP_014405001.1 (CDS_0022)

HNH endonuclease (CDS_0024)
1819 20 21 |23 ]

15 16 17

I S | - (8 | = & ]
uvig_210740:9,913-25,364 (+)
PDC-M24A WP_014405001.1 (CDS_0021)
HNH endonuclease (CDS_0023)
15 16 1718 19 20 | 22 |

| rea—
MGV-GENOME-0301800: 9,913-24,330 (+)
PDC-M24A_WP_014405001.1 (CDS_0023)
19 HNH endonuclease (CDS_0025)
15 1617 18] 20 21 22 | 24 |

I
MGV-GENOME-0274162: 9,835-24,690 (+)
PDC-M24A_WP_014405001.1 (CDS_0022)
protease (CDS_0017) T HNH endonuclease (CDS_0024)
15 16] 1819 20 21 23

— —— I S S s —
MGV-GENOME-0274706: 9,914-24,807 (+)

PDC-M24A_WP_014405001.1 (CDS_0024)
1719 21 HNH endonuclease (CDS_0026)
1516[18[20 | 22 23 | 25

I B B e L | L |
MGV-GENOME-0255057:9,835-21,236 (+)
PDC-M24A_WP_014405001.1 (CDS_0022)
17
16| 19 HNH endonuclease (CDS_0024)
157|18 T 20 21 | 23

uvig 72970:9,835-20,685 (+)
PDC-M24A_WP_014405001.1 (CDS_0024)
19 21 HNH endonuclease (CDS_0026)
15 161718/20 [ 22 23 | 25

5
&

MGV-GENOME-0297190:9,915-23,476 (+)
PDC-M24A_WP_014405001.1 (CDS_0023)
protease (CDS_0017) HNH endonuclease (CDS_0025)
15 16| 18 1920 21 22 | 24

I
MGV-GENOME-0276687:9,914-26,331 (+)
PDC-M24A_WP_014405001.1 (CDS_0025)
protease (CDS_0017) HNH endonuclease (CDS_0027)
15 16 18 19 202122 23 24 | 26|

e N S N L1 | A B I .. - .
uvig 436860:9,914-27,439 (+)
PDC-M24A_WP_014405001.1 (CDS_0025)
protease (CDS_0017)
20 22 HNH endonuclease (CDS_0027)
15 16| 181921 [ 23 24 | 26 |

MGV-GENOME-0320299:9,914-26,465 (+)
PDC-M24A WP_014405001.1 (CDS_0025)
protease (CDS_0017)
20 22 HNH endonuclease (CDS_0027)
15 16| 181921 [ 23 24 | 26

I
2
x|
4

I S A I S S oo B B ..
MGV-GENOME-0276865: 9,914-26,367 (+)

PDC-M24A WP_014405001.1 (CDS_0024)
1719 21 HNH endonuclease (CDS_0026)
15 16/18[20 [ 22 23 | 25

5
&

[ 1 T W [
MGV-GENOME-0274204: 9,914-25,839 (+)

PDC-M24A_WP_014405001.1 (CDS_0029)

24
protease (CDS_0017) 21 23| 26 HNH endonuclease (CDS_0031)
15 16 18 19 207]221725 [ 27 28 |30

I
MGV-GENOME-0291985:9,914-29,501 (+)
PDC-M24A_WP_014405001.1 (CDS_0021)
19 HNH endonuclease (CDS_0023)
15 1617 18] 20 | 22 [

I
MGV-GENOME-0268048: 9,914-24,677 (+)
PDC-M24A_WP_014405001.1 (CDS_0031)
16 28 HNH endonuclease (CDS_0033)
15 T17 18 19 2021 22 232425 26 27 [ 29 30 |32

| N
uvig_237246:9,914-31,473 (+)
protease (CDS_0017)
15 L6T18 HNH endonuclease (CDS_0019)

I

MGV-GENOME-0273252:9,914-22,064 (+)
protease (CDS_0017) 22 endolysin (CDS_0027) 34 38 40 HNH endonuclease (CDS_0042)

15 16] 18 1920 2123 24 25 26 | 28 29 30 31 32 33[3536 37 [39 | 41

—_— —— — " — " 1|  —
IMGVR_UViG_3300029722_000158|3300029722|Ga0245188_100217[13677-68995: 9,914-38,189 (+)

protease (CDS_0017) endolysin (CDS_0025)
15 16 18 1920 2122 23 24 [ 26 27 28 29 30 31 transposase (CDS_0032)
| I — L E ] N I B SN N N S — . N

|
MGV-GENOME-0298488: 9,914-31,854 (+)
endolysin (CDS_0019)
15 161718 | 20 2122 23

——— . NN B W —— -
MGV-GENOME-0265241:9,914-24,341 (+)

endolysin (CDS_0019)
15 161718 | 20 2122

—— N N B B .
MGV-GENOME-0277946:9,914-23,633 (+)

endolysin (CDS_0019) 27
15 161718 | 20 2122 23 24 2526[ 28 29
] NN DN B EEE——— BN BN BEEEE N A BN e .
ivig_1095:9,914-27,896 (+)
17

tail protein (CDS_0015)  16] 18 19 20 21

I S
MGV-GENOME-0297510: 9,914-24,224 (+)
PDC-S31_WP_063883643.1 (CDS_0019) 27
15 1617 18 20 2122 23 24 25 2628 endonuclease (CDS_0029)

IMGVR_UViG_2913856445_000003|2913856445]2913856471|82002-128224:9,839-32,609 (+)
PDC-S31_WP_063883643.1 (CDS_0019)
endolysin (CDS_0022)
15 1617 18 20 21 | 23 24 25

N

6

N

7 28 endonuclease (CDS_0029)

%
-

uvig_48566: 9,839-33,079 (+)
PDC-S31_WP_063883643.1 (CDS_0019)
endolysin (CDS_0022) 27

15 18 20 21| 2324 25 26]28 endonuclease (CDS_0029)

[N
o
-
~N

%
-

MGV-GENOME-0301294: 9,839-32,752 (+)
PDC-S31_WP_063883643.1 (CDS_0019)
endolysin (CDS_0022)
15 1617 18 20 21 | 23 24

%
5

MGV-GENOME-0294659:9,839-28,708 (+)
endolysin (CDS_0022)
PDC-531_WP_063883643.1 (CDS_0019) T 25
15 1617 18 20 21 | 2324 ] 26

i#

— S S N E— | ——————
MGV-GENOME-0277711:9,839-28,747 (+)
PDC-S31_WP_063883643.1 (CDS_0019)

15 18 20

N
o
-
~N

OTU_2811:9,839-23,784 (+)
endolysin (CDS_0021)
24 30
15 1617 18 19 20 | 2223 25 2627 28 29 [31 endonuclease (CDS_0032)

5%

— o e— - . EE— oo B B EE————
IMGVR_UViG_3300029772_000267|3300029772|Ga0245166_100398|315-50376: 9,919-33,863 (+)

endolysin (CDS_0021)
15 1617 18 19 20 | 22 23 endonuclease (CDS_0024)

;4

uvig 196678:9,919-28,593 (+)

endolysin (CDS_0022) 28
15 1617 18 19 20 21 [2324 25 26 27]29 endonuclease (CDS_0030)
N — - e, - . I
IMGVR_UViG_2887157982 0000042887 157982|2887158004|82354-132595: 9,834-32,655 (+)
21 23
15 1617 18 19 20022 24 25
I . B S N N N S S B S
MGV-GENOME-0277542:9,839-27,383 (+)
19
lzo 22
15 1617 18] 21 23 24

MGV-GENOME-0249608: 9,839-22,303 (+)
endolysin (CDS_0021)
24

PDC-S31 WP_063883643.1 (CDS_0020) 22 24
15 161718 19 21 T23] 25 26

ivig 2345:9,839-28,056 (+)
16 18
15 [17] 19 20

MGV-GENOME-0235374: 9,839-20,034 (+)
17
15 16] 18 19

MGV-GENOME-0230001: 9,839-19,703 (+)
17 19
1514 18] 20 21

—
MGV-GENOME-0233622: 9,839-19,64-0 (+)
16 18

15 [17] 19 20

MGV-GENOME-0238248: 9,839-20,595 (+)

118 20
15 16]19] 21 22

——— N e —— - S E———
MGV-GENOME-0274256: 9,839-20,976 (+)
16 19

15 [1718] 20

——— | B B EE————
MGV-GENOME-0233899:9,839-20,467 (+

RuvC-like Holliday junction resolvase (CDS_0019)
22
23 25
15 16 17 18 2021|[24] 26 27

l%

uvig_187337:9,839-26,158 (+)

16
15[ 17

————
MGV-GENOME-0221247:9,839-18,153 (+)

15

- —
MGV-GENOME-0243807: 9,839-16,900 (+)

15 16

MGV-GENOME-0224016:9,839-18,614 (+)
15 1617 18

MGV-GENOME-0235035: 9,839-20,701 (+)
15

[N
o
-
~N

—— . E———
MGV-GENOME-4413029: 9,839-20,145 (+)

15 16 endonuclease (CDS_0017)

MGV-GENOME-0239907:9,913-18,778 (+)
1516 endonuclease (CDS_0017)

MGV-GENOME-0229340: 9,839-18,768 (+)
15 endonuclease (CDS_0016)

MGV-GENOME-0235287:9,839-19,939 (+)
13 1211 109876 5 43 2 ParA-like partition protein (CDS_0001)

[ 1 — ———————— 3% 7 1 1 S
IMGVR_UViG_3300045988_155644|3300045988|Ga0495776_117725:1-10,964 (-)

el

12 1110 ISZG 543 2 ParA-like partition protein (CDS_0001)

N N SNAN SN N N S —
IMGVR_UViG_3300045988_148297|3300045988|Ga0495776_098781:1-10,579 (-)

10
1179876 543 2 ParA-like partition protein (CDS_0001)

13 12

I S N S SN N S S S
IMGVR_UViG_3300029038_000192|3300029038|Ga0169645_100053|63485-109598: 1-10,388 (-)
protease (CDS_0012)
10
14 13| 11 Y?826 543 2 ParA-like partition protein (CDS_0001)

|
H

MGV-GENOME-0274870: 1-12,514 (-)
7 6543 2 ParA-like partition protein (CDS_0001)

Y NN S
IMGVR_UViG_3300045988_157843|3300045988|Ga0495776_149104: 1-9,126 (-)
8
12 1110 9}776 5 4 3 2 ParA-like partition protein (CDS_0001)

I I | N NI NN N E—
MGV-GENOME-0297114:1-10,773 (-)

6
9 87I5 4 3 2 ParA-like partition protein (CDS_0001)

. [ | i1 1 "8 ]
MGV-GENOME-0246929: 1-7,960 (-)
protease (CDS_0017)
20
19 22
15 16 | 18 [R21]23 endonuclease (CDS_0024)

——— . EENEE S B .
MGV-GENOME-0270785: 9,914-24,103 (+)

17
16 19
15 |l18]20 endonuclease (CDS_0021)

MGV-GENOME-0250531: 9,914-20,492 (+)

PDC-531_WP_063883643.1 (CDS_0023) 2527
19 2021 22 24 26 28 endonuclease (CDS_0029)

I
#

e — - s S o N — .
IMGVR_UViG_3300029228 000246|3300029228|Ga0167501_100170[89-53134: 16,920-35,319 (+)

PDC-S31_WP_063883643.1 (CDS_0023)
2426
19 2021 22 5[ 27 endonuclease (CDS_0028)

-
|
I

— — —
IMGVR_UViG_3300029463_000081|3300029463|Ga0244135_100167]51012-101151: 16,920-32,413 (+)

25
24 27
19 2021 22 23[26] 28 endonuclease (CDS_0029)
CoDDC D D OH-CICICHID

MGV-GENOME-0308843: 16,920-31,767 (+)
PDC-S31_ WP_063883643.1 (CDS_0023) endolysin (CDS_0026) 3133
19 2021 22 24 25 [ 27 28 29 30[2[34 endonuclease (CDS_0035)

I
I
!
iI

— — — EE—— | EEEE S B . .
IMGVR_UViG_3300029679_000079|3300029679|Ga0243220_100253: 16,920-39,873 (+)

PDC-S31_WP_063883643.1 (CDS_0023)
endolysin (CDS_0026) 2931
19 2021 22 24 25 27 28130/ 32 endonuclease (CDS_0033)

|

I
I%
|
o

I —
IMGVR_UViG_2901565716_000003|2901565716|2901565726|50956-106821: 16,920-38,139 (+)
10000 nt {
DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis other tail unknown function defence (DefenseFinder) defence (PADLOC)
— —_—

I
anti-defence (dbAPIS) tRNA
N I




