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MGV-GENOME-0285081:20,255-24,401 (+)
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MGV-GENOME-4403738:10,174-14,910 (+)
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MGV-GENOME-0311870:31,997-36,233 (+)

6 tail length tape measure protein (CDS_0007)8 9 10 11 endonuclease (CDS_0012) 14 15 16 17 18
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MGV-GENOME-0269350: 3,843-16,369 (+)
5 10 13 14 15 16 17
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MGV-GENOME-0286673:2,755-16,042 (+)
17 18 19 22 23
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MGV-GENOME-0226520: 12,262-16,434 (+)

19
14 15 16 187 20 tRNA-Undet(NNN) 25
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MGV-GENOME-0285681:11,075-16,507 (+)

24
QT 25 terminase large subunit (CDS_0030) 31
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MGV-GENOME-0273077:17,729-24,558 (+)

29 30 31 34
C DO HBED
uvig_436860: 24,174-28,307 (+)

16 17 22 23

_—
MGV-GENOME-4403494: 11,410-17,462 (+)
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uvig_569274:19,246-22,946 (+)
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MGV-GENOME-0240313:17,205-20,904 (+)

portal protein (CDS_0013)
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MGV-GENOME-0304931: 11,607-22,786 (+)
PDC-M24A_WP_014405001.1 (CDS_0017)
HNH endonuclease (CDS_0019)
15 16 | 18 21 22

s
MGV-GENOME-0233153: 12,219-19,575 (+)
15 20 21

I
MGV-GENOME-4408571:11,607-19,440 (+)
19 20 21 22 23 26 27 28

— ]
MGV-GENOME-0289205: 20,384-29,739 (+)

uvig_589728:13,379-23,771 (+)

MGV-GENOME-0260812:12,219-23,085 (+)

MGV-GENOME-0232471:12,139-22,352 (+)
30 31

—_— |-
MGV-GENOME-0292021:26,730-31,677 (+)

11 13 14
e - M
MGV-GENOME-0272671:2,755-16,149 (+)
25
22 24 26
S S O, E— N/ S Wy ' g V1 /05, )y
MGV-GENOME-0302701:18,613-30,172 (+)
23
protease (CDS_0017) 18 19 20 22| 24
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MGV-GENOME-0249171: 13,378-23,542 (+)
34 35

I L s e rr———
MGV-GENOME-0298488:29,574-33,150 (+)
15 16 20 21

— EEe——— — — — |
MGV-GENOME-0226241:11,607-19,547 (+)
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