HTH DNA binding protein mobile element MPME (CDS_0056) HNH endonuclease (CDS_0060)
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Mycobacterium_phage_BruceB: 37,250-41,900 (+)

mobile element MPME (CDS_0055)
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Mycobacterium_phage_Renaissance: 37,250-41,878 (+)
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Mycobacterium_phage_Frosty24: 37,250-41,900 (+)

HTH DNA binding protein (CDS_0049)
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Mycobacterium_phage_Peeb: 36,547-41,875 (+)
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Mycobacterium_phage_Grizzly: 36,628-41,751 (+)
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Mycobacterium_phage_Rabbs: 36,694-42,429 (+)
45 46 52 56 57

Mycobacterium_Phage_Taheera: 35,276-41,010 (+)
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DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover unknown function




