
IMGVR_UViG_7000000086_000049|7000000086|SRS049147_LANL_scaffold_36316: 35,628-44,400 (+)

40 41 42 43 44 45 46 47 48 49 50 51 52 53 54 55
MTase_II_00157 Type (CDS_0056)

57

IMGVR_UViG_3300006748_000004|3300006748|Ga0101800_100141: 35,628-44,792 (+)

47 48 49 52 53

SRS049147_a1_ct21945_vs1: 38,619-46,809 (+)

43 metal-dependent hydrolase (CDS_0044) 48 49 52 53 54

SRS014271_a1_ct17191: 33,358-41,790 (+)

43 44 46 49

SRS062714_a1_ct12707: 33,930-43,375 (+)

42 44 45 46 47 48

SRS147126_a1_ct10971: 33,773-42,115 (+)

43

IMGVR_UViG_3300008136_000007|3300008136|Ga0113979_100396: 35,513-45,313 (+)

ParB-like partition protein (CDS_0044) 47 48 49

SRS048317_a1_ct14780_vs1: 23,280-32,274 (+)

36 37 38

IMGVR_UViG_3300007297_000081|3300007297|Ga0104793_100320: 35,702-45,071 (+)

43 45 46 47 48
49

50

SRS149280_a1_ct255_vs1: 41,637-49,689 (+)

51 52 53

IMGVR_UViG_7000000519_000129|7000000519|SRS018357_Baylor_scaffold_11624: 37,583-45,983 (+)

48 49

SRS075987_a1_ct17973_vs1: 38,369-46,365 (+)

49 50

SRS042131_a1_ct14238_vs1: 35,866-44,516 (+)

46 47 48

MGV-GENOME-0241017: 20,932-29,952 (+)

34 35 36

3000 nt

DNA, RNA and nucleotide metabolism other transcription regulation unknown function defence (PADLOC)


