
SRS014271_a1_ct17191: 37,818-45,661 (+)

45 46 47 48 49 50 51
RM_Type_II__Type_II_MTases_FAM_3 (CDS_0052)

53 54

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0055)

56 57

IMGVR_UViG_3300008621_000017|3300008621|Ga0115613_1000239: 37,924-45,767 (+)

50 MTase_II_00157 Type (CDS_0051)

MGV-GENOME-0241017: 23,759-32,037 (+)

34 35 36 MTase_II_00157 Type (CDS_0041)

IMGVR_UViG_7000000086_000049|7000000086|SRS049147_LANL_scaffold_36316: 39,927-46,469 (+)

51 52 53 55 MTase_II_00157 Type (CDS_0056)

IMGVR_UViG_3300006748_000004|3300006748|Ga0101800_100141: 39,951-46,861 (+)

52 55 MTase_II_00157 Type (CDS_0056)

SRS049147_a1_ct21945_vs1: 43,237-51,460 (+)

52 53 54 59 MTase_II_00157 Type (CDS_0060)

IMGVR_UViG_3300007940_000081|3300007940|Ga0114257_100038|88043-135067: 40,815-47,020 (+)

54 57

3000 nt

DNA, RNA and nucleotide metabolism transcription regulation unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)


