
MGV-GENOME-0379297: 130,636-141,046 (+)

125 126 127
128

129 130 131 132
tRNA-Cys(GCA)

133 134 135 136

MGV-GENOME-0378162: 131,276-141,650 (+)

132 133

MGV-GENOME-0379347: 133,239-143,350 (+)

135 136 HEase_00029 homing (CDS_0139)

MGV-GENOME-0379325: 131,025-141,396 (+)

130 131 132

uvig_157301: 130,055-142,184 (+)

124
homing endonuclease with LAGLIDADG motif (CDS_0125)

129 HNH endonuclease (CDS_0130) 133

MGV-GENOME-4435964: 124,829-139,199 (+)

metal-dependent phosphohydrolase (CDS_0120)

127128
RT_III-AM_III-B_2 (CDS_0129)

130 131 HNH endonuclease (CDS_0135)

MGV-GENOME-0379322: 131,617-142,533 (+)

130 HEase_00029 homing (CDS_0133) 137
138

139140

MGV-GENOME-0379346: 134,419-146,313 (+)

HEase_00029 homing (CDS_0138) 145

uvig_79259: 129,856-147,540 (+)

123 125

tRNA-His guanylyltransferase (CDS_0126)

130 131
nucleotide-sugar epimerase (CDS_0132)

133 134 135 136
137

138 139
140

HNH endonuclease (CDS_0141)

7000 nt

DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder) defence (PADLOC) tRNA


