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NC_031087.1:81,559-88 224( )
127 homing endonuclease (CDS_0131) spackle periplasmic

MGV-GENOME-0377561:84,830-89,827 (+)
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NC_055768.1:84,487-88,831 (+)
125

MGV-GENOME-0377530:82,873-87,920 (+)
virion structural protein (CDS_0135)
129  Srd anti-sigma factor (CDS_0130) 134 136

NC_055715.1:81,333-86,866 (+)

MGV-GENOME-0377457:82,237-87,510 (+)
2000 nt i
DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function
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