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MGV-GENOME-0237920: 14,847-29,288 (+)
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MGV-GENOME-0233311: 14,899-28,388 (+)
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MGV GENOME- 0262142 14,873-28,840 (+)
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MGV-GENOME-0228401: 14,931-27,415 (+)
baseplate protein (CDS_0023) MATE_multi_NorM-NCBIFAM multidrug efflux MATE transporter NorM (NFO00263.1) (CDS_0030)
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MG\/ GENOME- 0235371 14,850-28,793 (+)
baseplate protein (CDS_0023) drt-UG4 DRT (CDS_0030)
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MG\/ GENOME- 0269001 14,876-34,486 (+)
baseplate protein (CDS_0024)
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MGV-GENOME-0205223:15,815-24,298 (+)
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MGV-GENOME-0221589: 1-5,446 (-)
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