transcriptional regulator (CDS_0052)

replication initiation protein (CDS_0050) Control_protein_00002 control (CDS_0056)
51 53 54 55 57 58 59 60 61 transcriptional regulator (CDS_0062)

N S R I
IMGVR _UViG_2503113000_000001|2503113000|2503113000|9879-52573: 36,497-41,141 (+)
Control_protein_00002 control (CDS_0056)
virulence associated (CDS_0058)

I S I R I
IMGVR_UViG_2574179883_000005|2574179883|2574193266|156326-198500: 36,074-39,741 (+)
Control_protein_00002 control (CDS_0054) 57 58 59 60

@

IMGVR_UViG_2703718905_000006|2703718905|2703751770|156214-199765: 35,783-40,720 (+)
nucleotide kinase (CDS_0056) virulence associated (CDS_0057)

— —
TemPhD_cluster_48670_:39,563-42,316 (+)

48 PDC-547_WP_148603747.1 (CDS_0049) 51 54 59 61
e ] I S —— e EE—
IMGVR_UViG_2571042850_000002|2571042850|2571152578(26838-72197:37,769-44,056 (+)

52

i

N B I
TemPhD_cluster_41314:35,791-41,836 (+)
2000 nt i
DNA, RNA and nucleotide metabolism other transcription regulation unknown function defence (PADLOC)
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