PDC-M16A_WP_151194710.1 (CDS_0054)

45 DNApolymerase (CDS_0046) 47 48 49 505152 53 55 56 57 58 59 60

—

uvig_154560:69,209-78,835 (+)

PDC-M16A_WP_151194710.1 (CDS_0037)
35 36 38

[
o

I e B! 1 — — — ——§ —————— —§ ]
MGV-GENOME-0348170:49,499-59,423 (+)

PDC-M16A_WP_151194710.1 (CDS_0054)

52 53 55 57 58 62 63
I S S ——

IMGVR_UVIG_3300029728_000007|3300029728|Ga0245197_100285: 73,622-80,920 (+)
58

I — e S S E——
MGV-GENOME-0362993:74,215-80,971 (+)

Dda-like helicase (CDS_0049)
43 44 45 46 47 48 50

!#

e S N W —— E— IS B S E——— E—
uvig_92228:52,386-63,578 (+)

37 36 35 34 33 32 31 30

MGV-GENOME-0350539: 14,164-25,356 (-
47 48 49 50 51 52 53

IMGVR_UViG_3300029715_000006|3300029715|Ga0245215_1000202: 68,857-80,147 (+)

terminase large subunit (CDS_0057)
51 52 53 54 55 56 58

uvig_395781:56,696-68,901 (+)

w
N
w
w

49 50 5l 54 55

MGV-GENOME-0363103: 68,838-81,120 (+)

PDC-M16A_WP_151194710.1 (CDS_0059)
55 56 57 58 60

MGV-GENOME-0362782:70,188-80,069 (+)

PDC-M16A_WP_151194710.1 (CDS_0051)
48 49 50 52,

MGV-GENOME-0362175: 68,543-78,463 (+)
PDC-M16A_WP_151194710.1 (CDS_0056)
53 54 55 57

MGV-GENOME-0362707:69,726-79,886 (+)
PDC-M16A_WP_151194710.1 (CDS_0053)
50 51 52 54

— ——————————— 1
MGV-GENOME-0354560: 68,584-78,134 (+)
52 53 54 55

T — R W I S — E—
MGV-GENOME-0362556: 69,435-79,625 (+)

39 40 a1 42

| I
MGV-GENOME-0362446:54,841-64,791 (+)
54 55 56 terminase large subunit (CDS_0057) 58

IMGVR_UViG_3300029622_000003|3300029622|Ga0245124_1000320: 70,503-81,482 (+)
47 48 49 50 terminase large subunit (CDS_0051) 52

e e I e S
IMGVR_UViG_3300045988_037685|3300045988|Ga0495776_003078: 67,380-78,311 (+)

terminase large subunit (CDS_0056)
53 54 55 57

. E————
IMGVR_UViG_3300030030_000041|3300030030|Ga0245278_100325: 70,309-80,359 (+)

terminase large subunit (CDS_0052)
48 49 50 51 53

uvig 56260:68,007-79,228 (+)
53 54 5 56 57 58

MGV-GENOME-0363710: 69,237-80493 (+)
PDC-M16A WP_151194710.1 (CDS_0034)
38 37 36 35 33

MGV-GENOME-0348513: 14,800-24,755 (-,

PDC-M16A_WP_151194710.1 (CDS_0035)
31 32 33 34 36

!ﬁ

MGV-GENOME-0325950: 24,074-33,987 (+)

PDC-M16A_WP_151194710.1 (CDS_0053)
49 50 51 52 54

l#

IMGVR_UViG_7000000334_000090|7000000334|SRS015217_WUGC _scaffold_5885: 67,408-77,561 (+)

PDC-M16A WP_151194710.1 (CDS_0038)
35 36 37 39

i
|

S —— E— —
uvig_60244:49,515-57,141 (+)

PDC-M16A_WP_151194710.1 (CDS_0056)
52 53 54 55 57

o
N

;#

MGV-GENOME-0362743:70,816-81,309 (+)

PDC-M16A WP_151194710.1 (CDS_0056)
52 53 54 55 57

uvig_558337:68,950-78,871 (+)
PDC-M16A WP_151194710.1 (CDS_0049)
39 45 46 4748 50

MGV-GENOME-0364103: 58,405-68,925 (+)
PDC-M16A WP_151194710.1 (CDS_0031)
35 34 3332 30

s N — — 1 — 1. — ——§ —— —
MGV-GENOME-0341800: 14,346-24.,866 (-)

49 50 51 52 53 54 55
o 0O O 0G0 0 S o G O G G G

IMGVR_UViG_3300007796_000004|3300007796|Ga0105889_100147:67,409-77,644 (+)
48 49 50 51  terminase large subunit (CDS_0052) 53

uvig 160541:68,524-79,493 (+)

42 43 44 45 46
e ———————————————————— k] | I L — — ——};§ ——— —— }§ |
MGV-GENOME-0363524:56,423-66,833 (+)

54 55 56 terminase large subunit (CDS_0057) 58

I R S — I
IMGVR_UViG_3300007669_000004|3300007669|Ga0105546_100109: 69,688-80,699 (+)
51 52 terminase large subunit (CDS_0053)54

uvig 325621:69,746-79,730 (+)

e ——————————~—————~r—————rr e T —
MGV-GENOME-0356821:44,037-54,265 (+)
55 56 terminase large subunit (CDS_0057)58 61

uvig_181889:70,440-80,830 (+)
52 53 terminase large subunit (CDS_0054)55

IMGVR_UViG_3300029853_000004|3300029853|Ga0245292_100252:69,519-79,854 (+)
55 56 57 58 59

MGV-GENOME-0363489: 70,440-80,926 (+)
DarB-like antirestriction (CDS_0056)
54 55 [ 57

IMGVR_UViG_3300045988_056448|3300045988|Ga0495776_002949:69,868-80,061 (+)
HEase_00016 homing (CDS_0047) 53 54 terminase large subunit (CDS_0055)56

uvig_281116:67,956-78,761 (+)
52 54 55 56 57

MGV-GENOME-0362170:69,239-79,554 (+)
48 49 50 terminase large subunit (CDS_0051) 52

I s I | —
IMGVR_UViG_3300045988_053618|3300045988|Ga0495776_095754:67,626-78,598 (+)
52 53 54 55

IMGVR_UViG_3300045988_050047|3300045988|Ga0495776_114958:69,123-79,397 (+)
47 49 50 terminase large subunit (CDS_0051)52

E—— E—
IMGVR_UViG_7000000492_000047|7000000492|SRS048164 WUGC _scaffold_30425: 62,682-73,009 (+)

PDC-M16A_WP_151194710.1 (CDS_0055)

53 54 56 |58

i+

MGV-GENOME-0361680:69,613-79,165 (+)

PDC-M16A_WP_151194710.1 (CDS_0055)
53 54 56 57

I —
IMGVR_UViG_3300029481_000004|3300029481|Ga0244053_100117:69,613-79,247 (+)
45 46 47 52 53 54 5

| |

MGV-GENOME-0360520: 65,804-75,976 (+)
52 53 54 terminase large subunit (CDS_0055) 56

Kang_0007_STO02_A_NODE_1_length_96885_cov_494.705060: 69,979-80,729 (+)
53 54 55

S
IMGVR_UViG_3300045988_040396|3300045988|Ga0495776_096338:69,625-79,394 (+)
54 55 56

— —— ——— ———— ]
MGV-GENOME-0363403: 69,036-79,887 (+)
53 54 55)

MGV-GENOME-0358966: 69,298-79,394 (+)
49 terminase large subunit (CDS_0050)51

IMGVR_UViG_3300045988_045090|3300045988|Ga0495776_003041: 68,052-78,102 (+)
42 43 a4

MGV-GENOME-0363053:57,498-67,302 (+)
58 59 60

]
MGV-GENOME-0363773:70,833-80,987 (+)
58 59 60

—— ——— —
MGV-GENOME-0364602: 74,452-81,952 (+)

51 52

MGV-GENOME-0361778:68,976-78,543 (+)
57 terminase large subunit (CDS_0058)59

uvig 87125:74,373-81,873 (+)
52terminase large subunit (CDS_0053)54

S N I S S —
IMGVR_UViG_3300045988_065186|3300045988|Ga0495776_057130: 73,496-81,209 (+)
54 55 56 61
e B s S I . E—
MGV-GENOME-0362369:69,825-80,512 (+)
PDC-M16A_WP_151194710.1 (CDS_0031)
34 33 32 30
e I e E—— ——— —

MGV-GENOME-0334458: 14,288-24,061 (-)
PDC-M16A_WP_151194710. 1(CDS 0032)
29 30 31

L
)

MGV-GENOME-0333581:37,484-47,257 (+)

PDC-M16A_WP_151194710.1 (CDS_0055)
52 53 54 56

i#

uvig_238661:69,651-79,623 (+)
PDC-M16A_WP_151194710.1 (CDS_0052)
50 51 53

!
+

MGV-GENOME-0363090: 66,319-76,093 (+)

PDC-M16A_WP_151194710.1 (CDS_0050)
48 49 51

l
|
!

I E—— E— —
MGV-GENOME-0361889:67,476-77,778 (+)

PDC-S01_ WP_067088819.1 (CDS_0057)
PDC-M16A WP_151194710.1 (CDS_0058)
53 54 55 56 | 59

!
i

uvig_87987:70,312-82,360 (+)
PDC-M16A_WP_151194710.1 (CDS_0056)
53 54 55 57

MGV-GENOME-0362837:70,312-80,24

)
=

PDC-M16A_WP_151194710.1 (CDS_0034)
36 35 33

!
i
p
!

MGV GENOME-0341407:14,905-25,010 (-)

PDC-M16A_WP_151194710.1 (CDS_0032)
30 31 33

MGV GENOME-0340248:40,794-50,899 (+)

48 49 50 51 52 53
e~ ———————————] I I I B
MGV-GENOME-0355396:67,603-78,621 (+)

37 38 39 40 41 42
I S N S | & ;& & " §B ]
MGV-GENOME-0347824:49,681-60,217 (+)

PDC-M16A WP_151194710.1 (CDS_0055)
54

52 53] 56

SO SO O O 0 S 5, S G  SO— o

IMGVR_UViG_3300045988_048455|3300045988|Ga0495776_010328: 69,168-78,233 (+)
50 51 52 53

IMGVR_UViG_3300045988_069808|3300045988|Ga0495776_171593: 67,181-76,854 (+)
40 41 42 43

MGV-GENOME-0353359:55,911-66,426 (+)

w
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w
~N

58 59 60

IMGVR_UViG_3300045988 052328|3300045988\Ga0495776 057081:69,694-79,678 (+)
52 53 54

w
w
w
o

IMGVR_UViG_3300045988_046991|3300045988|Ga0495776_057036: 68,895-79,466 (+)
31 32 33 34

MGV-GENOME-0343256:45,404-54,449 (+)
50 51 52 53

MGV-GENOME-0362098:67,181-76,854 (+)
52 53 54 55

N —————— |
MGV-GENOME-0363087: 69,749-80,264 (+)

w
N
w
w

54 55 57

uvig 33227:70,220-80,462 (+)

42 43 44 45 46
g S guaiaeT e Aae e Iaic
uvig_106960: 60,088-70,421 (+)
54 55 56 57 58 59

uvwg_143821 71 916-79,990 (+)

46 47 48 49 50 51
] —§ 1 ——— —— ——————————aay——— — — ———§ —————— — ]
MGV-GENOME-0363792:59,996-70,401 (+)
51 52 53 54

MGV-GENOME-0362787:71,724-79,617 (+)
55 56 57 58 59 60

MGV- GENOME 0863123:72,064-80,173 (+)
22 21 20 19 18 17

MGV- GENOME 0352543:5,159-13,267

-)

IN
)

50 51 52

uvig_33422:67,728-77,682 (+)

N
iy
N
N
N
w

44 45

MGV-GENOME-0363842:59,361-69,620 (+)

N
o
N
hirg

42 43

MGV-GENOME-0362823:55,858-65,566 (

wv
~N
w
o
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w
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60 61

uvig_ 298022 61,561-69,248 (+)

N
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51 52

MGV- GENOME 0364454: 62,474-70,402 (+)

52 53 54 55 56 57
S W —— ———— . — — ——§ —————— |
MGV-GENOME-0363340: 70,664-80,142 (+)

BZ{§88) 34 35 36 37

MGV-GENOME-0344684:45,126-55,325 (+)
51 54 55 56 57 58 59

uvig_119071:73,770-81,364 (+)
56 57 58 59 60

— —— S E—— —
uvig_55018:72,574-80,838 (+)

49 50 51 52

IMGVR_UViG_3300045988_043603|3300045988|Ga0495776_154125:67,728-77,160 (+)

DNA polymerase (CDS_0047) PDC-M16A_WP_151194710.1 (CDS_0056)
48 49 54 55 57
O GRS GENN SHS ) S S GUNS S SR -

uvig_567332:68,064-79,153 (+)
PDC-M16A_WP_151194710.1 (CDS_0049)
46 47 48 50

——
IMGVR_UViG_3300045988_059911|3300045988|Ga0495776_158494:62,316-73,375 (+)

PDC-M16A_WP_151194710.1 (CDS_0059)
56 57 58 60

EE—
IMGVR_UViG_3300045988_055117|3300045988|Ga0495776_114990: 69,291-80,108 (+)

PDC-M16A_WP_151194710.1 (CDS_0057)
53 54 55 56 58

S S— ———— —
IMGVR_UViG_3300014952_000003|3300014952|Ga0134432_100058: 68,144-79,412 (+)

PDC-M16A_WP_151194710.1 (CDS_0059)
56 57 58 60

- S E— —
MGV-GENOME-0364331:70,547-81,813 (+)

PDC-M16A_WP_151194710.1 (CDS_0056)
52 53 54 55 57

i

uvwg_162996 68,614-78,997 (+)
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N
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MGV-GENOME-0363294: 69,336-80,424 (+)
terminase large subunit (CDS_0051) 52

i

uvig_203859: 67,658-78,444 (+)

|
|$
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I

MGV-GENOME-0363229:57,315-68,098 (+)
52 54 terminase large subunit (CDS_0055)56

I —
uvig_176210:69,479-80,603 (+)
53 terminase large subunit (CDS_0054)55

i

uvig_392272:69,360-80,476 (+)
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MGV-GENOME-0363195:69,707-80,787 (+)
terminase large subunit (CDS_0054)

w
i
w
[0

uvig 198559:69,793-81,458 (+)
53 54 terminase large subunit (CDS_0055)56

— e
uvig 222859:68,003-79,312 (+)

I — E—
MGV-GENOME-0364780: 62,029-73,329 (+)

MGV-GENOME-0362191:53,415-64,677 (+)
terminase large subunit (CDS_0032)
30 31 [ 33

I S — e ——
MGV-GENOME-0343817:29,569-40,230 (+)
42 43 44 45

MGV-GENOME-0364032: 58,868-69,853 (+)

Dda-like helicase (CDS_0032)
21

N
)

30

w
=
w
w

|
MGV-GENOME-0329943: 31,402-44,015 (+)
tet_ ABC_46_A-NCBIFAM tetracycline efflux ABC transporter Tet(46) subunit A (NFO00474.1) (CDS_0055)
terminase large subunit (CDS_0058)
52 53 54 56 57

w
o

I S
uvig 212063:66,993-82,122 (+)
terminase large subunit (CDS_0055)

52 53 54 56
— 1 ___ _ ™\ ______ [ § — —— " — 4§ ——— —§ ]
IMGVR_UViG_3300029553 000004|3300029553|Ga0245115_100139: 66,993-79,345 (+)
53 54 55 56 57 58

MGV-GENOME-0364954:69,544-82,739 (+)

(o
o

55 56 57 58 59

I B I S
IMGVR_UViG_3300045988_048485|3300045988|Ga0495776_000356:69,065-81,611 (+)
Dda-like helicase (CDS_0057)

53 54 55 56 ] s8

SR3019445 al_ct21633:69,199-80,711 (+)

w
w
w
o
w
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38 39

MGV-GENOME-0353683:45,707-57,194 (+)

w
N
w
-

30 29

MGV-GENOME-0348666:13,812-24,832 (-)
60 61 62

o
w

64 65

uvig 329937:67,637-79,163 (+)
terminase large subunit (CDS_0056)
52 53 54 55 57

uvig_ 6367 67,072-80,316 (+)

w
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uvig_220201:66,846-77, 517( )

N
o

— —
MGV-GENOME-0341192:41,533-51,603 (+)

!
el

MGV-GENOME-0355093: 58,650-68,733 (+)

N
N

MGV-GENOME-0342385: 5,664-15,747 (-)

I —— —
uvig 251356:69,265-79,382 (+)

S
N

IMGVR_UViG_3300045988_052344|3300045988|Ga0495776_002875: 68,337-78,440 (+)
54 56 57

S S— N E—
IMGVR_UViG_3300045988 065127|3300045988|Ga0495776_003161:68,088-77,993 (+)

39

MGV-GENOME-0362964:52,545-62 499 (+)
PDC-M16A_WP_151194710.1 (CDS_0055)
52 53 54 56

I S S . 38— —}§y — —— ]
MGV-GENOME-0362267: 70,140-81,112 (+)

45 53
SN GO O GG G0 ) ¥ 05 O SR G  S—

uvig_171790:66,738-78,848 (+)
41

e e —— . e ) S S E——
MGV-GENOME-0363291:53,162-65,304 (+)

5152
S— G —— SR SSS S S S S S .
MGV-GENOME-0363515:67,397-79,793 (+)
48 49 5253
o S S g GU— S S SIS S SN S SN SN S

IMGVR_UViG_3300045988_057040[3300045988|Ga0495776_057145:70,135-80,531 (+)
6000 nt i
DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover unknown function defence (PADLOC) AMR (AMRFinderPlus)




