
MGV-GENOME-0357516: 51,080-63,079 (+)

28 29 30 31 32 33 34 35 36 37 38 39 40
PDC-M16A_WP_151194710.1 (CDS_0041)

42 43

MGV-GENOME-0338165: 34,141-46,144 (+)

33 34 35 40

MGV-GENOME-0362463: 65,374-77,203 (+)

49 51 52 53 58

MGV-GENOME-0344663: 40,596-52,428 (+)

DNA polymerase (CDS_0027)
28 29

uvig_202880: 65,531-77,591 (+)

DNA polymerase (CDS_0050)
51 52 55

MGV-GENOME-0363291: 51,374-63,178 (+)

36 37 38 41

uvig_70629: 65,585-77,358 (+)

DNA polymerase (CDS_0046)
47 48 55

IMGVR_UViG_3300000278_000033|3300000278|EM209_1003484: 63,501-75,519 (+)

DNA polymerase (CDS_0044)
homing endonuclease (CDS_0045)

DNA polymerase (CDS_0046) 53

uvig_210960: 63,389-74,545 (+)

DNA polymerase (CDS_0043) 44

MGV-GENOME-0363294: 64,971-77,818 (+)

45 46 47 53

uvig_203859: 63,293-75,838 (+)

44 45 46

uvig_198559: 65,469-78,263 (+)

DNA polymerase (CDS_0046)
homing endonuclease (CDS_0047)

DNA polymerase (CDS_0048)

MGV-GENOME-0363229: 52,950-65,492 (+)

37 38 39 45

MGV-GENOME-0364602: 65,824-79,346 (+)

50 51 52 53

uvig_392272: 64,995-77,870 (+)

DNA polymerase (CDS_0046)
47 48

uvig_87125: 65,745-79,267 (+)

DNA polymerase (CDS_0049)
50

DNA polymerase (CDS_0051)
52 55

uvig_176210: 65,114-77,987 (+)

DNA polymerase (CDS_0047)
homing endonuclease (CDS_0048)

DNA polymerase (CDS_0049) 52

MGV-GENOME-0351807: 48,455-58,159 (+)

DNA polymerase (CDS_0032)
33 34

MGV-GENOME-0340146: 18,080-27,797 (-)

3637
DNA polymerase (CDS_0038)

uvig_597659: 64,538-74,589 (+)

DNA polymerase (CDS_0045)
46 47 48

IMGVR_UViG_3300045988_058571|3300045988|Ga0495776_003131: 63,098-72,857 (+)

39 43 44 45

MGV-GENOME-0362615: 63,919-74,226 (+)

46 47 48 49

MGV-GENOME-0360711: 2,850-12,958 (-)

78910

MGV-GENOME-0354165: 65,813-75,277 (+)

48 49 50

MGV-GENOME-0346281: 13,027-22,490 (-)

2930
DNA polymerase (CDS_0031)

uvig_298022: 53,547-63,017 (+)

DNA polymerase (CDS_0049)
50 51 52

MGV-GENOME-0350709: 5,141-13,917 (-)

1011

MGV-GENOME-0343817: 25,204-34,067 (+)

DNA polymerase (CDS_0024) 25

MGV-GENOME-0362353: 63,897-74,443 (+)

46 47 48 49

uvig_60244: 40,665-50,971 (+)

DNA polymerase (CDS_0027)
28 29 HNH endonuclease (CDS_0030)

uvig_119071: 64,920-75,467 (+)

DNA polymerase (CDS_0045)
46 47

HNH endonuclease (CDS_0048)
51

MGV-GENOME-0361373: 63,601-73,093 (+)

45 46 47

MGV-GENOME-0329943: 28,545-37,818 (+)

DNA polymerase (CDS_0023)
24 25

MGV-GENOME-0364780: 57,664-67,128 (+)

43 44 45

IMGVR_UViG_3300045988_057040|3300045988|Ga0495776_057145: 65,781-76,082 (+)

45 46 47 48 49

MGV-GENOME-0363515: 65,609-75,312 (+)

46 47 48

MGV-GENOME-0362818: 52,087-61,824 (+)

36 37 38

uvig_185388: 50,530-62,273 (+)

DNA polymerase (CDS_0043)
homing endonuclease (CDS_0044)

DNA polymerase (CDS_0045)

MGV-GENOME-0362299: 65,796-77,177 (+)

45 46 47

MGV-GENOME-0361948: 63,946-76,588 (+)

45 46 47

uvig_182787: 64,011-74,142 (+)

ATP-dependent DNA ligase
38 DNA primase (CDS_0039) 43

DNA polymerase (CDS_0046)
DNA polymerase (CDS_0047)

uvig_255523: 20,173-28,273 (-)

4041

MGV-GENOME-0322121: 27,499-35,596 (+)

24

MGV-GENOME-0362780: 65,923-74,078 (+)

44 48

MGV-GENOME-0336634: 36,763-44,641 (+)

26

MGV-GENOME-0308094: 18,336-26,214 (-)

37

uvig_154560: 65,810-73,597 (+)

47

MGV-GENOME-0364103: 54,655-63,274 (+)

39

MGV-GENOME-0341800: 19,997-28,616 (-)

41

MGV-GENOME-0353359: 52,185-60,540 (+)

35

uvig_281116: 64,230-72,558 (+)

HEase_00016 homing (CDS_0047)

IMGVR_UViG_3300045988_048561|3300045988|Ga0495776_002889: 64,803-73,577 (+)

49

IMGVR_UViG_3300045988_037749|3300045988|Ga0495776_010386: 63,510-71,872 (+)

45

MGV-GENOME-0348170: 46,100-54,149 (+)

30

uvig_167680: 64,156-73,589 (+)

46

MGV-GENOME-0363773: 67,083-78,381 (+)

53

MGV-GENOME-0362369: 66,075-77,338 (+)

49

MGV-GENOME-0354625: 54,745-64,910 (+)

38

uvig_24098: 42,497-52,712 (+)

28

MGV-GENOME-0363227: 67,262-76,629 (+)

46 47

NC_062777.1: 64,971-74,291 (+)

DNA polymerase (CDS_0048) HEase_00016 homing (CDS_0049)

uvig_220201: 64,993-75,386 (+)

49

MGV-GENOME-0362178: 64,129-74,688 (+)

44 48 49

uvig_575276: 33,655-44,187 (+)

23 24 DNA polymerase (CDS_0029) HEase_00016 homing (CDS_0030)

uvig_174133: 92,473-102,673 (+)

70 74 75

IMGVR_UViG_3300045988_041028|3300045988|Ga0495776_003128: 66,575-76,561 (+)

47

5000 nt

DNA, RNA and nucleotide metabolism head and packaging unknown function defence (PADLOC)


