retron_type_VI_hth_cluster2_1 (CDS_0018)
minor head protein (CDS_0015)
distal tail protein Dit (CDS_0014) |tRNA-Met(CAT)
tail length tape measure protein (?55_0013) 19 21 |23

10 11 12 | | 1617 ]20]22 24

i - 1
MGV-GENOME-0202718:6,356-17,312 (+)

minor head protein (CDS_0015)

16 17

I S E— N . .
MGV-GENOME-0205243: 6,356-17,668 (+)

17
minor head protein (CDS_0015) 16| 18 19 23 24

[ L1 1R N | N ]
uvig 28754:5,941-18,667 (+)
minor head protein (CDS_0015)

16 17 18

- ——— — ‘T ——WI
MGV-GENOME-0203428:5,941-17,653 (+)

17
minor head protein (CDS_0015) 16| 18 19

1 - ‘1 ——®’8 & [ B |
MGV-GENOME-0207512:5,941-18,377 (+)
MATE_multi_ MepA-NCBIFAM multidrug efflux MATE transporter MepA (NFO00131.1) (CDS_0019)
PDC-527_WP_184132443.1 (CDS_0020)
tail protein (CDS_0018)
minor head protein (CDS_0015) 16 17 \ 21 22 23 24 25 2

o

[ I I .| ¢ g & ;B &/ 8 8 || B ]
uvig 29106: 6,356-30,022 (+)
minor head protein (CDS_0015)
capH (CDS_0021)
1617 18 [ 2426

I —— R — N N ..
ivig_1988:5,746-17,780 (+)

minor head protein (CDS_0015)
16 17 21 22

I S E— . ] .
MGV-GENOME-0208618: 6,356-18,823 (+)

minor head protein (CDS_0015)
16 17

I ) S - ...
MGV-GENOME-0202882: 6,356-18,313 (+)

minor head protein (CDS_0015)
16 17 21

L ————————————
MGV-GENOME-0222213: 6,355-18,780 (+)
tet MFS_A_B_C_D-NCBIFAM Tet(A)/Tet(B)/Tet(C) family tetracycline efflux MFS transporter (NFO12174.0) (CDS_0019)
DNA binding protein (CDS_0023)
minor head protein (CDS_0015) 16 17 18 20 21 22 24 25 26

— — — I I S S E— —— F— 1 ]
uvig_252459: 6,356-28,827 (+)

minor head protein (CDS_0015)
8 9tail length tape measure protein (CDS_0013) 16 17

L Ll L ————————————
MGV-GENOME-0205266: 5,478-16,281 (+)
tail length tape measure protein (CDS_0013)
minor head protein (CDS_0015)

N N
MGV-GENOME-0206087: 5,478-16,896 (+)
minor head protein (CDS_0015)
tail length tape measure protein (CDS_0013) 16 17 18 19 24

I

uvig_455442:5,936-20,206 (+)

tail length tape measure protein (CDS_0013)
holin (CDS_0015)
| 14 16 17

NN N S

uvig_174488:5,478-15,230 (+)

tail length tape measure protein (CDS_0013)
14 15

I . S N .
MGV-GENOME-0183069:5,478-14,482 (+)
Type-11I-B_CnuA (CDS_0013)

I . S I N h D e .
MGV-GENOME-0181359:5478-11,999 (+)
Type-I1I-B_CnuA (CDS_0013)
14 15

—— — . E— . .
MGV-GENOME-0177638:5,478-13,502 (+)

tail length tape measure protein (CDS_0013)
14

NN B . N AN BeE .

MGV-GENOME-0173458:5,478-13,198 (+)

tail length tape measure protein (CDS_0013)
14 15

N B BN B .

MGV-GENOME-0182282:5,478-14,736 (+)

tail length tape measure protein (CDS_0013)
14

I B . .
MGV-GENOME-0173671:5,478-13,548 (+
tail length tape measure protein (CDS_0013)
14 15 16 17 19

L L el

uvig_162038:5,478-20,037 (+)

Type-I1I-B_CnuA (CDS_0013)
14 16 RM Type_Il_Type_ll_MTases_FAM_2 (CDS_0021)

I
91 (+)

l__ JJ L 11l BN |

MGV-GENOME-0166719:5,936-13,491 (

tail length tape measure protein (CDS_0013)
16

N S S S I N BN S .
MGV-GENOME-0172736:5,936-14,333 (+)
V_U4 CAS-V-F; (CDS_0016) Mom-like DNA modification protein (CDS_0029)
minor head protein (CDS_0015) 17 1819 20 21 22 23 T 31

|
uvig_458853_:6,356-25,986 (+)
19 25 27

L e e e e ——
MGV-GENOME.0204306: 7,073 19079 (+)
Avd protein of DGR (CDS_0019)

RT_lII-AM_I1I-B_2 (CDS_0020)

| 22endolysin (CDS_0026)
tail protein (CDS_0018 23
minor head protein (CDS_0015) 16 17 \ | 21/ T24 25 27 28 29

1 | — | I —
IMGVR_UViG_3300029424 000318|3300029424|Ga0243789_1000426|1-37437: 6,356-27,645 (+)
Avd protein of DGR (CDS_0019)
RT_III-AM_I11-B_2 (CDS_0020)
\ 22endolysin (CDS_0026)
tail protein (CDS_0018; 23
minor head protein (CDS_0015) 16 17 | | z)jTg 25 27 28 29

|
I
IH
I

I | — | I— | —
IMGVR_UVIG_3300029413 000085|3300029413|Ga0243792_1000578: 6,356-27,877 (+)
Avd protein of DGR (CDS_0019)
RT_lII-AM_I1I-B_2 (CDS_0020)

| 22endolysin (CDS_0026)
tail protein (CDS_0018; 23
minor head protein (CDS_0015) 16 17 \ | 21/ T24 25 27 28 29 30

1 | — | I— |
IMGVR_UViG_3300029385_000156|3300029385|Ga0243985_1000821: 6,356-29,188 (+)
Avd protein of DGR (CDS_0019)
RT_III-AM_I11-B_2 (CDS_0020)
endolysin (CDS_0025)
22endolysin (CDS_0026)
tail protein (CDS_0018; Fs ‘
minor head protein (CDS_0015) 16 17 \ 21| 24

27 28 29 30 31 32 33 34 35 36 37

{
2
4{

[
uvig_440756_: 6,356-42,008 (+)

Avd protein of DGR (CDS_0019)

RT_III-AM_I11-B_2 (CDS_0020)
endolysin (CDS_0025)
22endolysin (CDS_0026)
tail protein (CDS_0018; 23
minor head protein (CDS_0015) 16 17 | | 21/ T24 27 28 35

-
=

I — I [ [ —— & "B |} NI BN § | By |
TemPhD_cluster_30360:6,352-27,517 (+)
Avd protein of DGR (CDS_0019)
RT_lII-AM_I1I-B_2 (CDS_0020)
endolysin (CDS_0025)
minor head protein (CDS_0015) 22endolysin (CDS_0026)
tail protein (CDS_0018; Tzs ‘

16 17 \ | 21| T24 27 28

|

‘ )
{
V_‘
g

I IS B el B el e -
TemPhD_cluster 37292 :6,352-27,617 (+)
Avd protein of DGR (CDS_0019)
RT_III-AM_I11-B_2 (CDS_0020)
endolysin (CDS_0025)
22endolysin (CDS_0026)

tail protein (CDS_0018; 23 27
minor head protein (CDS_0015) 16 17 | | 21| T24 ‘ T2g 29 30 31 32 33 34

[ | . . & [ | § | __§ _§ |} | 8§ J}]
uvig_47033:6,356-30,875 (+)
Avd protein of DGR (CDS_0019)
RT_III-AM_I11-B_2 (CDS_0020)
| 22endolysin (CDS_0026)
tail protein (CDS_0018 23
minor head protein (CDS_0015) 16 17 | | 21/T2425 | 2728 29 30 31 32 33 34

‘
%
.

I - | I " —— 5§ ] "8 "B/’ B0 § §}.]
uvig 41193:6,356-30,696 (+)
Avd protein of DGR (CDS_0019)
RT_lII-AM_I1I-B_2 (CDS_0020)
| 22endolysin (CDS_0026)
tail protein (CDS_0018; 23  DNA polymerase (CDS_0027)
minor head protein (CDS_0015) 16 17 \ | 2jT274 25 28 29

|
|
|
I#

[ j— | - Nl Im Em .-
IMGVR_UViG_3300029621_000441|3300029621|Ga0245126_1000720[8540-47131: 6,356-27,223 (+)

Avd protein of DGR (CDS_0019)
RT_III-AM_I11-B_2 (CDS_0020)
| 22endolysin (CDS_0026)
tail protein (CDS_0018; 23
minor head protein (CDS_0015) 16 17 | | 21/ T24 25 27 28 29

V_1
—

I
uvig_79015:6,356-25,330 (+)
Avd protein of DGR (CDS_0019)
RT_II I-Aﬁ_l 11-B_2 (CDS_0020)
minor head protein (CDS_0015) ‘ 22endolysin (CDS_0026)
tail protein (CDS_0018; 23

16 17 |

| 21|24 25 27 28 29

l%
|
|
|
9

— — - — — - — ..
IMGVR_UViG_3300045988_141533|3300045988|Ga0495776_153694:6,356-25,795 (+)

Avd protein of DGR (CDS_0019)
RT_III-AM_I|I-B_2 (CDS_0020)

22
tail protein(CDS‘_OOlS 23 25
minor head protein (CDS_0015) 16 17 | | 21 T24] 26 27

Ll —————————— L r—r——] L . 1__ NI N1 § |
IMGVR_UViG_3300045988_146085|3300045988|Ga0495776_160718:6,356-24,478 (+)

Avd protein of DGR (CDS_0019)

RT_II I-Aﬁ_l 11-B_2 (CDS_0020)
endolysin (CDS_0025)
22endolysin (CDS_0026)

tail protein (CDS_0018; 23 integrase (CDS_0029)

minor head protein (CDS_0015) 16 17 \ 21 Tﬁ ‘ 27 28 30 35

2
.
{

I | I L BB |} 8 Il
uvig_463332:6,356-28,098 (+)
Avd protein of DGR (CDS_0019)
RT_lII-AM_I11-B_2 (CDS_0020)
endolysin (CDS_0025)
22endolysin (CDS_0026)

tail protein (CDS_0018 23 " Integrase (CDS_0028)
minor head protein (CDS_0015) 16 17 \ | 21/ T24 | 27 29

[
uvig_155969:6,356-26,519 (+)
Avd protein of DGR (CDS_0019)
RT_lII-AM_I11-B_2 (CDS_0020)
| 22endolysin (CDS_0026)
tail protein (CDS_0018, 23
minor head protein (CDS_0015) 16 17 \ | 21| T24 25

27 28 29

|
I
5

1 | — |- L. 8 N8 8 | B |
IMGVR_UViG_3300045988_139794|3300045988|Ga0495776_154201:6,356-26,778 (+)
Avd protein of DGR (CDS_0019)
RT_III-AM_I11-B_2 (CDS_0020)
22endolysin (CDS_0026)
tail protein (CDS_0018 23
minor head protein (CDS_0015) 16 17 | | 21|24 25 27 28 29

|

Bt
4{

|

— — o —— L ——— ]
IMGVR_UViG_3300045988_144934|3300045988|Ga0495776_153198:6,356-27,139 (+)

Avd protein of DGR (CDS_0019)
RT_III-AM_III-B_2 (CDS_0020)
endolysin (CDS_0025)
22endolysin (CDS_0026)
tail protein (CDS_0018! Fs ‘

minor head protein (CDS 0015) 16 17 | | 21| T24 27 28 29 30

V_4
—

I | [ 8 —}+934-"§8 —§/'8 &' I B |
uvig_83908: 6,356-27,500 (+)
Avd protein of DGR (CDS_0019)
RT_III-AM_I1I-B_2 (CDS_0020)
| 22endolysin (CDS_0026)
tail protein (CDS_0018 23 28 30
minor head protein (CDS_0015) 16 17 | | 21|24 25 T 27729] 31 32

E#

— — - — (T — BT B — NN
uvig_1166:6,356-27,529 (+)

Avd protein of QGR (CDS_0019) thioredoxin dorprain (CDS_0030)
RT_III-AM_I11-B_2 (CDS_0021) acetyltransferase (CDS_0031)

| 23endolysin (CDS 0027) |
tail protein (CDS_0018), 24 ABC transporter (CDS_0032)
minor head protein (CDS_0015) 16 17 [20 | 22|25 26 28 29 | 33 34

|

I

10—

I
—
N

1 | — | N —
IMGVR_UViG_3300029343 000205|3300029343|Ga0243725_1000668: 6,356-29,275 (+)
Avd protein of DGR (CDS_0019)
RT_III-m_III-BJ (CDS_0021)
23endolysin (CDS_0027)

24
22| T25 26

tail protein (CDS‘_0018)
minor head protein (CDS_0015) 16 17 | 20

28 29 30 31

|

4{
|
|

[ j— L Bl
IMGVR_UViG_3300029444_000370|3300029444|Ga0243728_1000508|1-37567: 6,356-26,597 (+)
Avd protein of DGR (CDS_0019)
RT_II-AM_I11-B_2 (CDS_0020)
| 22endolysin (CDS_0026) 31
tail protein (CDS_0018; 23 32 34
minor head protein (CDS_0015) 16 17 | | 21|24 25 27 2829 30|]33] 35 36 37

e f

1 | — | - N TN L B8 B & B} |
IMGVR_UViG_3300045988_145142|3300045988|Ga0495776_187828:6,356-32,232 (+)
Avd protein of DGR (CDS_0019)
RT_III-AM_I11-B_2 (CDS_0020)
| 22endolysin (CDS_0026)
tail protein (CDS_0018; 23
minor head protein (CDS_0015) 16 17 \ | 21/ T24 25 27 32

1 ) S S S E— - — I N R
MGV-GENOME-0271695: 6,357-24,070 (+)

Avd protein of Q(SR (CDS_0019)
RT_III-AM_I]1-B_2 (CDS_0020)
‘ endolysin (CDS_0026)

22
tail protein (CDS_0018; 23
minor head protein (CDS_0015) 16 17 | | 21/ T24 25 272829 30 31 RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0037)

N | | S A I S O S — HE N
IMGVR_UViG_3300029387_000303|3300029387|Ga0243994_100080|68501-107720: 6,356-28,353 (+)
Avd protein of DGR (CDS_0019)
RT_III-AM_I1I-B_2 (CDS_0020)
‘ endolysin (CDS_0026)

22
tail protein (CDS_0018) |23
minor head protein (CDS 0015) 16 17 | | 21|24 25 27 28 29 30

N 1 1 S I S N
IMGVR_UViG_3300029389_000013|3300029389|Ga0243995_1000469: 6,356-28,483 (+)
ABCF_Vga_all-NCBIFAM Vga family ABC-F type ribosomal protection protein (NFO00170.2) (CDS_0030)
Avd protein of DGR (CDS_0019)
RT_III-AM_I11-B_2 (CDS_0020)
endolysin (CDS_0026)

endolysin (CDS_0025)
22
tail protein (CDS_0018; 23
minor head protein (CDS_0015) 16 17 | | 21| T24 27 28 29 31 32
| I v S N = N N S B s e .

I
uvig 449455: 6,356-30,160 (+)
RM_Type_ll_Type_ll_MTases_FAM_1 (CDS_0028)
Avd protein of DGR (CDS_0019)
RT_III-AM_I1I-B_2 (CDS_0020) REase_MTase_IIG_00011 Type (CDS_0029)
endolysin (CDS_0026)
22 Dodola_DolA (CDS_0030)
tail protein (CDS_0018 23 Dodola_DolB (CDS_0031)
minor head protein (CDS_0015) 16 17 \ | 21|24 25 27 \ 32 33 3435

Ll L —————————————————————— . e N S L& 1] I ' § ]
MGV-GENOME-0291278: 6,356-34,573 (+)
Avd protein of DGR (CDS_0019)
RT_III-AM_11-B_2 (CDS_0020)
endolysin (CDS_0026)
23
tail protein (CDS 0018) 22 PDC-S02_ WP_080642564.1 (CDS_0030)
minor head protein (CDS_0015) 16 17 \ | 21] ]g 25 27 28 29 31 3233

N [ A N Ly §F | & B [ | ;& B §}
MGV-GENOME-0286487: 6,356-31,156 (+)

Avd protein of DGR (CDS_0019)

RT_III-AM_I11-B_2 (CDS_0020)
endolysin (CDS_0026)
22

tail protein (CDS_0018; 23

minor head protein (CDS_0015) 16 17 | | 21/ T24 25 27 28 29

,_4
—

L1
MGV-GENOME-0245954: 6,356-26,662 (+)
RT_III-AM_I11-B_2 (CDS_0020)
22endolysin (CDS_0026)
tail protein (CDS_0018; 23
minor head protein (CDS_0015) 16 17 19 | 21|24 25

27

v_1
—

L1 |y | B 11 ;B8 ;B N _|]
MGV-GENOME-0312692: 6,356-26,197 (+)
Avd protein of DGR (CDS_0019)
RT_III-AM_I11-B_2 (CDS_0020)
22endolysin (CDS_0026)
tail protein (CDS_0018; 23
minor head protein (CDS 0015) 16 17 | | 21|24 25 27 28 29

1
4{

I | "~ —— ;! B || ;& &8 8§ ||
ivig 469:6,356-28,431 (+)
Avd protein of DGR (CDS_0019)
RT_III-AM_I11-B_2 (CDS_0020)
22endolysin (CDS_0026)
tail protein (CDS_0018; 23
minor head protein (CDS_0015) 16 17 | | 21|24 25 27 28

|
Bt
B

— — - - — — ] —
IMGVR_UViG_3300045988_133940|3300045988|Ga0495776_172222:6,356-27,351 (+)

Avd protein of DGR (CDS_0019)
RT_III-AM_I11-B_2 (CDS_0020)
22endolysin (CDS_0026)
tail protein (CDS_0018; 23
minor head protein (CDS 0015) 16 17 \ | 21/ T24 25 27

‘
|
I
*
|

I — N N
IMGVR_UViG_3300045988_142842|3300045988|Ga0495776_159248:6,356-26,197 (+)
Avd protein of DGR (CDS_0019)
RT_II I-Aﬁ_l 11-B_2 (CDS_0020)
endolysin (CDS_0026)
22
tail protein (CDS_0018; 23
minor head protein (CDS_0015) 16 17 | 21/ T24 25 27 28

1
V_4
—

[ I I S S N SN N e m—
MGV-GENOME-0251065: 6,356-27,483 (+)
Avd protein of DGR (CDS_0019)
RT_III-AM_I11-B_2 (CDS_0020)
endolysin (CDS_0026)

22
tail protein (CDS_0018; 23
minor head protein (CDS_0015) 16 17 \ | 21|24 25 27 28
I ([ "8 —"§ || _}§§ [N §|

[ L L o e e ————————
MGV-GENOME-0244745: 6,356-26,480 (+)
Avd protein of DGR (CDS_0019)
RT_III-AM_III-B_2 (CDS_0020)
| 22endolysin (CDS_0026)
tail protein (CDS_0018, 23
minor head protein (CDS_0015) 16 17 \ \ 21 Tﬁ 25 27 2829 30 31 RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0038)

I | . | B 8 | B || & '8 § __J/}
uvig_382880:6,356-28,867 (+)
ABCF_Vga_all-NCBIFAM Vga family ABC-F type ribosomal protection protein (NFO00170.2) (CDS_0028)
Avd protein of DGR (CDS_0019)
RT_II-AM_I11-B_2 (CDS_0020)
endolysin (CDS_0026)

22
tail protein (CDS_0018; 23 Michele_2B_hits_grouped (CDS_0029)
minor head protein (CDS_0015) 16 17 \ | 21/ T24 25 27| 30 31 32
I S I N I L B 11 _§§ |§ N ]

I
uvig_367827:6,356-33,162 (+)
Avd protein of DGR (CDS_0019)
RT_I II-Am_II 1-B_2 (CDS_0020)
22endolysin (CDS_0026)
tail protein (CDS_0018 23
minor head protein (CDS_0015) 16 17 | \ 2jTg 25

2728 29 303132 33 34

N [ |
MGV-GENOME-0282407: 6,356-31,427 (+)
Avd protein of DGR (CDS_0019)
RT_III-AM_I11-B_2 (CDS_0020)
22endolysin (CDS_0026)
tail protein (CDS_0018 23
minor head protein (CDS_0015) 16 17 \ | 21|24 25 27 28 29 3031 32 33

— . ——— ————] . ——
IMGVR_UViG_3300045988_146069|3300045988|Ga0495776_162421:6,356-30,755 (+)

Avd protein of DGR (CDS_0019)
RT_II I-Aﬁ_l 11-B_2 (CDS_0020)

endolysin (CDS_0026)
22
tail protein (CDS_0018; 23 29
minor head protein (CDS_0015) 16 17 \ | 21|24 25 27 28 3031 32 33 34

[ — | —
IMGVR_UViG_3300045988_150382|3300045988|Ga0495776_172761:6,356-31,066 (+)
Avd protein of DGR (CDS_0019)
RT_III-AM_III-B_2 (CDS_0020)
22endolysin (CDS_0026)
tail protein (CDS_0018; 23
minor head protein (CDS 0015) 16 17 | | 2JT274 25 27 28

1
4{

L 1
MGV-GENOME-0252153:6,356-26,692 (+)
Avd protein of DGR (CDS_0019)
RT_IlI-ANM_I11-B_2 (CDS_0020)
endolysin (CDS_0025)
22endolysin (CDS_0026)
tail protein (CDS_0018; 23
minor head protein (CDS_0015) 16 17 \ | 21| T24 ‘
| ' 8 N ] 80 ;B9 }N ]

27 28

I
uvig 161351:6,356-25,958 (+)
Avd protein of DGR (CDS_0019)
RT_III-AM_I11-B_2 (CDS_0020)
| 22endolysin (CDS_0026)
tail protein (CDS_0018; 23 30
minor head protein (CDS_0015) 16 17 | | 21|24 25 272829 31 32 33

L ———————————— T — - — ] -1 B | ¢ ;o ' 0}
MGV-GENOME-0297107: 6,356-28,437 (+)
ABCF_Vga_all-NCBIFAM Vga family ABC-F type ribosomal protection protein (NFO00170.2) (CDS_0028)
Avd protein of DGR (CDS_0019)
RT_lII-AM_I1I-B_2 (CDS_0020)
endolysin (CDS_0026)

endolysin (CDS 0025)
22
tail protein (CDS_0018; 23
minor head protein (CDS_0015) 16 17 | | 21/ T24 27 29 30
| I R [ N — 0 N N SN S el e e—

[
uvig_192065:6,355-29,433 (+)
Avd protein of DGR (CDS_0019)
RT_III-AM_I11-B_2 (CDS_0020)
‘ endolysin (CDS_0026)

22
tail protein (CDS_0018)  [23
minor head protein (CDS_0015) 16 17 \ | 21| T24 25 27 28

I 1 1 A I N B U ]
IMGVR_UViG_3300029656 000147|3300029656|Ga0245165_100164|31042-67844:6,355-26,675 (+)
Avd protein of DGR (CDS_0019)
RT_III-AM_I11-B_2 (CDS_0020)
| 22endolysin (CDS_0026)
tail protein (CDS_0018; 23
minor head protein (CDS_0015) 16 17 | | 21/ T24 25 27 28 29

N | D N A D S R — N ..
IMGVR_UViG_3300029483_000294|3300029483|Ga0244102_100653|3-37996: 6,356-27,066 (+)
Avd protein of DGR (CDS_0019)
RT_III-AM_I11-B_2 (CDS_0020)
| 22endolysin (CDS_0026)
tail protein (CDS 0018 23
minor head protein (CDS_0015) 16 17 | | QJTQA 25 27 28

‘
|

I
8-

1 | — | - & 1 B B |
IMGVR_UViG_3300045988_147895|3300045988|Ga0495776_173122:6,356-26,584 (+)
Avd protein of DGR (CDS_0019)
RT_III-AM_I11-B_2 (CDS_0020)
| 22endolysin (CDS_0026)
tail protein (CDS_0018; 23
minor head protein (CDS_0015) 16 17 | | 21/ T24 25 27 28

|
I
5

[N — — e L NI 8 [ B §}
IMGVR_UViG_3300045988_140591|3300045988|Ga0495776_154343:6,356-26,501 (+)

Avd protein of DGR (CDS_0019)
RT_lII-AM_I1I-B_2 (CDS_0020)

| 22endolysin (CDS_0026)
tail protein (CDS_0018 23
minor head protein (CDS_0015) 16 17 | | 21|24 25 27 28 SspD_00001 SspD (CDS_0035)

1 | — | -
IMGVR_UViG_3300045988_145205|3300045988|Ga0495776_044417: 6,356-27,504 (+)
Avd protein of DGR (CDS_0019)
RT_lII-AM_I1I-B_2 (CDS_0020)
| 22endolysin (CDS_0026)
tail protein (CDS_0018; 23
minor head protein (CDS_0015) 16 17 | 2jT274 25 27 28 SspD_00001 SspD (CDS_0035)

{
A
4{

L1 I . ] P E S R e —
MGV-GENOME-0252828: 6,356-27,504 (+)
Avd protein of DGR (CDS_0019)
RT_lII-AM_I1I-B_2 (CDS_0020)
endolysin (CDS_0025)
22endolysin (CDS_0026)
tail protein (CDS_0018] 23 ‘

minor head protein (CDS_0015) 16 17 | 21| T24 27 28

‘
=
=

I | I - ] I N I N ..
uvig_164961:6,356-26,984 (+)
Avd protein of DGR (CDS_0019)
RT_III-AM_I11-B_2 (CDS_0020)
| 22endolysin (CDS_0026)
tail protein (CDS_0018; 23
minor head protein (CDS_0015) 16 17 \ | 21|24 25 27 28

v_1
—

I I I [ | B | ;@ ;¢ [ ‘B § ]|
ivig_1938:6,356-26,472 (+)
Avd protein of DGR (CDS_0019)
RT_II-AM_I11-B_2 (CDS_0020)
| 22endolysin (CDS_0026)
tail protein (CDS_0018; 23 28
minor head protein (CDS_0015) 16 17 | | 2JT274 25 277 29 30

,_1
—
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MGV-GENOME-0256138:6,356-25,143 (+)
Avd protein of DGR (CDS_0019)
RT_III-AM_I11-B_2 (CDS_0020)
| 22endolysin (CDS_0026)
tail protein (CDS_0018; 23
minor head protein (CDS_0015) 16 17 \ | 21| T24 25 27 28

1 N S A— . "__& 8 |} |
MGV-GENOME-0268824: 6,356-24,166 (+)
Avd protein of DGR (CDS_0019)
RT_III-AM_I11-B_2 (CDS_0020)
| 22endolysin (CDS_0026)
tail protein (CDS_0018; 23
minor head protein (CDS_0015) 16 17 | | 21/ T24 25 27 28 32 33

|
I
8-
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IMGVR_UViG_3300045988_130593|3300045988|Ga0495776_146748:6,356-27,266 (+)
Avd protein of DGR (CDS_0019)
RT_IlI-AM_I11-B_2 (CDS_0020)
‘ endolysin (CDS_0026)

22
tail protein (CDS_0018; 23
minor head protein (CDS_0015) 16 17 \ | 21/ T24 25 27 28

L ——————\ ] e e e oo erereree L 1 0§}
IMGVR_UViG_3300011008_002801|3300011008|Ga0139362_1000029|89491-124049: 6,354-25,875 (+)
Avd protein of DGR (CDS_0019)
RT_III-AM_I11-B_2 (CDS_0020)
endolysin (CDS_0026)

22
tail protein (CDS_0018; 23
minor head protein (CDS_0015) 16 17 \ | 21|24 25 27 28
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IMGVR_UViG_3300020011_000256|3300020011|Ga0207351_1251|89491-124130: 6,354-25,956 (+)

ABCF _Vga_all-NCBIFAM Vga family ABC-F type ribosomal protection protein (NFO00170.2) (CDS_0028)

Avd protein of DGR (CDS_0019)

RT_III-AM_I11-B_2 (CDS_0020)
| 22endolysin (CDS_0026)
tail protein (CDS_0018; 23
minor head protein (CDS_0015) 16 17 | | 21/ T24 25 27 29 30

I
uvig_333241:6,356-28,215 (+)
Avd protein of DGR (CDS_0020)
RT_II-AM_III-B_2 (CDS_0021)
endolysin (CDS_0026)
23endolysin (CDS_0027)

tail protein (CDS_0019; 24
minor head protein (CDS_0015) 16 17 18 \ | 22|T25 28 29

I
uvig_448050: 6,356-25,563 (+)
Avd protein of DGR (CDS_0019)
RT_III-AM_I11-B_2 (CDS_0020)
\ 22endolysin (CDS_0026)
tail protein (CDS 0018 23 30 34 38
minor head protein (CDS_0015) 16 17 | | 2jTg 25 T 272829 [31 32 33] 35 36 3739 40 41
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uvig_127386:6,356-35,713 (+)
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (CDS_0030)
Avd protein of DGR (CDS_0019)
RT_lII-AM_I11-B_2 (CDS_0020)
‘ 22endolysin (CDS_0026) PDC-527_WP_184132443.1 (CDS_0035)

tail protein (CDS_0018; 23 33

minor head protein (CDS_0015) 16 17 \ | 21/ T24 25 27 2829 31 32 [34 36 37 38 39
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SAMN06164929_al_ct139703_vs1:6,356-40,476 (+)
Avd protein of DGR (CDS_0019)
RT_III-AM_I11-B_2 (CDS_0020)
endolysin (CDS_0025)
22endolysin (CDS_0026)
tail protein (CDS 0018 Tzs DNA polymerase (CDS_0027)
minor head protein (CDS_0015) 16 17 \ | 21/ T24 282930 3132 33 34 3536 37 38 39
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uvig_184752:6,356-36,606 (+)
Avd protein of DGR (CDS_0019)
RT_III-AM_I11-B_2 (CDS_0020)
| 22endolysin (CDS_0026)
tail protein (CDS_0018, 23  DNA polymerase (CDS_0027) 33
minor head protein (CDS_0015) 16 17 \ | 2124 25 | 28 29 303132[3435 36 37 3839 40 41

I
uvig_105150: 6,356-37,445 (+)
Avd protein of DGR (CDS_0019)
RT_III-AM_I11-B_2 (CDS_0020)
22endolysin (CDS_0026)

tail protein (CDS_0018 23  DNA polymerase (CDS_0027) 33
minor head protein (CDS_0015) 16 17 \ | 21/ 724 25 | 28 29 303132] 34 35 36
| I D U S S r§ [ 8 3 B[ B § }}
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uvig 309428:6,356-32,206 (+)
Reverse transcriptase (CDS_0020)
Avd protein of DGR {CDS_0019) ABC transporter (VF0818) (CDS_0030)
endolysin (CDS_0027)

tail protein (CDS_0018) 22 24  ABC transporter (VF0818) (CDS_0029)
minor head protein (CDS_0015) 16 17 | | 21]23[25 26 | 28

| 3132 33 34 35 36 37 38 39 40 41

I

uvig_203970: 6,356-39,890 (+)

Avd protein of DGR (CDS_0019)

endolysin (CDS_0027)
tail protein (CDS_0018) 22 24

minor head protein (CDS_0015) 16 17 | 20217]23[ 25 26

28 29

N ) [ S S S E— I I —— . ..
IMGVR_UViG_3300045988_129776|3300045988|Ga0495776_063371:6,356-25,439 (+)

retron_type_VI_hth_cluster2_1 (CDS_0031)

Avd protein of DGR (CDS_0019) transcriptional repressor (CDS_0032)
RT_III-AM_I11-B_2 (CDS_0020) DNA polymerase (CDS_0033)
| 22endolysin (CDS_0026) capH (CDS_0036)
tail protein (CDS 0018 23 2829 35 38 40
minor head protein (CDS_0015) 16 17 \ | 21|24 25 T 2717 30 34 |37]39]41 42 43
N 1 1 S A & 1] - — I H I L 8 18 B & )
IMGVR_UViG_3300045988_161004|3300045988|Ga0495776_158801: 6,356-34,152 (+)
Avd protein of DGR (CDS_0019)
RT_III-AM_I1I-B_2 (CDS_0020) ABC transporter (VF0818) (CDS_0037)
‘ 22endolysin (CDS_0026) ABC transporter (VF0818) (CDS_0036)
tail protein (CDS_0018; 23 35 mads_8 (CDS_0039)
minor head protein (CDS_0015) 16 17 \ | 21| T24 25 27 28 29 30 3132 3334 ‘ 38 | 40 41
1 ] (. " ;" ;B§ | L1 B ][ & '8 §] -
uvig_298207:6,356-39,046 (+)
Avd protein of DGR (CDS_0019)
RT_III-AM_I11-B_2 (CDS_0020) retron_type_VI_hth_cluster2_1(CDS_0032)
endolysin (CDS_0026)
22 "DNA polymerase (CDS_0028) ~ MazEF__MazF (CDS_0037)
tail protein (CDS_0018 23 AbiLi-1 AbiLi (CDS_0034)
minor head protein (CDS_0015) 16 17 | | 21/ T24 25 27 2930 31|33 3536 |38 39 40 41 42
N [ -_— P W W S S S e e e e
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uvig_11958: 6,356-36,180 (+)
retron_type_VI_hth_cluster2_1 (CDS_0027)
RT_III-AM_I1I-B_2 (CDS_0020)
22endolysin (CDS_0026) MazEF__MazF (CDS_0032)
tail protein (CDS_0018 23 AbiLi-1 AbiLi (CDS_0029)
minor head protein (CDS_0015) 16 17 19 | 21/T24 25 | 28 3031 33 34 35 36 37
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MGV-GENOME-0298623: 6,356-34,620 (+)
endolysin (CDS_0024)
tail protein (CDS_0018)
1921 PDC-503 WP_114299349.1 (CDS_0027)
minor head protein (CDS_0015) 16 17 T20] 22 23 25 26 28 29
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IMGVR_UViG_3300029441 000355|3300029441]Ga0243753 1000253|46987-85759:6,343-29,634 (+)
endolysin (CDS_0024)
tail protein (CDS_0018)
1921
minor head protein (CDS_0015) 16 17 T20[ 22 23 25

— . —— —— — ——— —— — — —— & — T TN ] T
MGV-GENOME-0241895: 6,343-24,637 (+)

tail protein (CDS_0018)
minor head protein (CDS_0015) 16 17 19

I N s
MGV-GENOME-0216923:6,343-21,873 (+)
PDC-S03_WP_114299349.1 (CDS_0025)

endolysin (C DS_0024)
tail protein (CDS_0018) J
1921 capH (CDS_0026)
minor head protein (CDS_0015) 16 17 T20] 22 23 27 28 29 30 31

— — ——— - — — N —— A —— T —— TN
uvig_549484:6,343-30,641 (+)

10000 nt 1

DNA, RNA and nucleotide metabolism connector head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation
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unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus) tRNA
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