holin/anti-holin (CDS_0058)
59

minor tail protein (CDS_0062)
61 63

53 54 55

57 60 1 head-tail adaptor

TemPhD_cluster_49480: 34,013-41,855 (+); 1-1,965 (+)
anti-termination protein Q-like (CDS_0054)
Rha-like transcriptional regulator (CDS_0055)
holin/anti-holin (CDS_0056) 58 head-tail adaptor (CDS_0002)

TemPhD_cluster_32981:32,474-39,499 (+); 1-2,171 (+)
anti-termination protein Q-like (CDS_0059)
holin/anti-holin (CDS_0060) HEase_00016 homing (CDS_0062)

TemPhD_cluster_12950: 36,888-41,382 (+); 1-1,965 (+)
transcriptional regulator (CDS_0051)
anti-repressor Ant (CD?_&JSO) anti-termination protein Q-like (CDS_0056)
48 49 \ replication initiation protein (CDS_0052) drt-UG17 DRT (CDS_0057) 58 61

i

IMGVR_UViG_2912997783_000005(2912997783|2912997783|3749256-3792109: 31,936-42,853 (+)
anti-termination protein Q-like (CDS_0055)
48 transcriptional regulator (CDS_0050) 56 holin/anti-holin (CDS_0057)

TemPhD_cluster_36678_:30,591-39,845 (+); 1-1,965 (+)
Ninl-like serine-threonine phosphatase (CDS_0060)

Rha-like transcriptional regulator (CDS_0064)
58 59 63 holin/anti-holin (CDS_0065)

IMGVR_UVIG_2568526052_000005|2568526052|2568544783|87559-132744: 37,609-45,185 (+)
Rha-like transcriptional regulator (CDS_0057)

DnaC-like helicase loader (CDS_0051) 56 holin/anti-holin (CDS_0058)
I .
DQ163912.1:31,235-39,198 (+)
Rha-like transcriptional regulator (CDS_0059)
replication initiation protein (CDS_0053) 58 holin/anti-holin (CDS_0060)

IMGVR_UViG_2576861223_000001|2576861223|2576877802:31,882-39,989 (+)

toxin (CDS_0063)
61 62 | 64

I I I
IMGVR_UViG_2872520801_000002|2872520801|2872520801|899027-942654: 35,329-43,627 (+)
55 HNH endonuclease (CDS_0056)

—
TemPhD_cluster_82759:35,598-40,208 (+)

RelE-like toxin (CDS_0062)
transcriptional regulator (CDS_0061) 63 65

N I S I
IMGVR _UViG_2740892065_000002|2740892065|2740907950|5618-49736: 36 660-44,118 (+)
transcriptional regulator (CDS_0059)
RelE-like toxin (CDS_0060)
58 | "1 holin/anti-holin (CDS_0061)

IMGVR_UViG_2740892063 000001|2740892063|2740907825[124550-168669: 34,878-44,119 (+)
transcriptional regulator (CDS_0062)
holin/anti-holin (CDS_0064)
Ninl-like serine-threonine phosphatase (CDS_0059) chitinase (CDS_0066)
RelE-like toxin (CDS_0063) 65 | 67

I I
IMGVR_UViG_2740892059_000003|2740892059|2740907634[120678-165213: 36,396-44 535( )
holin/anti-holin (CDS_0063)
transcriptional regulator (CDS_0061) chitinase (CDS_0065)
RelE-like toxin (CDS_0062) 64 | 66

I -
IMGVR_UViG_2740892058_000001|2740892058|2740907539|120679-165216:37,176-44,537 (+)
transcriptional regulator (CDS_0062)
RelE-like toxin (CDS_0063)
61 | "T  holin/anti-holin (CDS_0064)

I
IMGVR_UViG_2877806665_000002|2877806665|2877806665(917433-961365: 35,741-43 932( )
4000 nt i
DNA, RNA and nucleotide metabolism connector head and packaging lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function
— I —_—

defence (PADLOC) tRNA
I I




