RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0064)
MTase_lI_00048 Type (CDS_0062)
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MGV-GENOME-0354011:37,897-46,063 (+)

RM_Type_Il_Type_ll_MTases_FAM_2 (CDS_0060)
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IMGVR_UViG_3300045988_093148|3300045988|Ga0495776_188047:37,568-43,443 (+)
SspD_00001 SspD (CDS_0061)
60 62 63

|
i
!

MGV-GENOME-0337773: 36, 416 43,046 (+)
SspD_00001 SspD (CDS_0061)
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MGV-GENOME-0345082: 36,506-44,312 (+)
SspD_00001 SspD (CDS_0064)
63 65 66 68 71
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MGV-GENOME-0344892:37,500-46,037 (+)

nucleotide kinase 61 nucleotide kinase (CDS_0063) anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0070)
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IMGVR _UViG_3300023498_000343|3300023498|Ga0257046_100100|33755-89201: 36,865-42,591 (+)
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IMGVR_UViG_3300045988_099312|3300045988|Ga0495776_005087: 36,063-40,657 (+)

MTase_|I_00048 Type (CDS_0062)
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IMGVR_UViG_3300045988 _090318|3300045988|Ga0495776_016463:35,254-42,858 (+)
RM_Type_Il_Type_ll_MTases_ FAM_17 (CDS_0057)
SspD_00001 SspD (CDS_0060)

49 50 56 59 61 62
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MGV-GENOME-0344193:34,656-42,229 (+)
3000 nt !
DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)
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