MTase_l1_00074 Type (CDS_0050)
46 47 48 49 51 52 53 54 55 56 57 58 terminase small subunit (CDS_0059)
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SAMEA1906558_al_ct137445_vs1:37,141-43,749 (+)

dUTPase (CDS_0041)
42 48 49 50 51 52

:
\
|
|
|
|
|

MG\/ GENOME- 0273191 35,255-40,893 (+)

anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0045)
43 44 46 RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0047) 51 52 53 54 55 56

E

IMGVR_UViG_3300029251 OOO484|3300029251\Ga0167475 100057|48225-90499: 34,919-42,274 (+)
RM_Type_ll_Type_ll_MTases_FAM_17 (CDS_0045)
42 43 dUTPase (CDS_0048) 49 55 56

é

S .
IMGVR _UViG_3300029507_000131|3300029507|Ga0244816_100006|20666-61771: 35,330-41,105 (+)
44 DNA methyltransferase (CDS_0045) 49 50 53 54

MGV-GENOME-0271312:33,606-40,540 (+)

%

SAMNO06164817_al_ct78393_vs1:38,057-43,999 (+)

IMGVR_UViG_3300029374_000009|3300029374|Ga0243945_1000594: 35,210-40,652 (+)

47 52 54 55 56 57 58
DL B L > S L
IMGVR_UViG_3300029415_000134|3300029415|Ga0243378_1000020[158477-199670: 35,987-41,193 (+)
49 50 51 52 53
BB i O &
IMGVR_UViG_3300045988_159518|3300045988|Ga0495776_028988: 35,001-40,437 (+)
k 2000 nt 1

DNA, RNA and nucleotide metabolism head and packaging other unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)
I




