
SAMEA1906558_a1_ct137445_vs1: 35,817-40,443 (+)

42 43 44
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0045)

46 47 48 49
MTase_II_00074 Type (CDS_0050)

51 52 53

IMGVR_UViG_3300029374_000009|3300029374|Ga0243945_1000594: 33,442-38,263 (+)

40 43 46 47

IMGVR_UViG_3300029415_000134|3300029415|Ga0243378_1000020|158477-199670: 33,795-38,338 (+)

40 47 52

IMGVR_UViG_3300045988_159518|3300045988|Ga0495776_028988: 33,330-37,346 (+)

42

MGV-GENOME-0271312: 32,277-37,771 (+)

43 44 DNA methyltransferase (CDS_0045) 49 50

IMGVR_UViG_3300008496_000206|3300008496|Ga0115078_100017|17940-57975: 31,881-37,456 (+)

39 40 41
RM_Type_II__Type_II_MTases_FAM_17 (CDS_0045)

dUTPase (CDS_0048) 49

MGV-GENOME-0273191: 33,931-37,638 (+)

dUTPase (CDS_0041)
42

IMGVR_UViG_3300029251_000484|3300029251|Ga0167475_100057|48225-90499: 32,100-38,809 (+)

46 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0047)

IMGVR_UViG_3300014538_000110|3300014538|Ga0134452_100177|22996-61127: 28,376-35,552 (+)

31 DNA methyltransferase (CDS_0032) 35 38 39 42 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0043)

2000 nt

DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)


