
IMGVR_UViG_3300045988_159765|3300045988|Ga0495776_179824: 31,655-38,386 (+)

32 33 34 35 36 37 38 39 40 41

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0042)

43 44
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0045)

46 methyltransferase

uvig_376953: 17,128-23,624 (+)

DNA methyltransferase (CDS_0025) 27 29 31 36

IMGVR_UViG_3300029415_000134|3300029415|Ga0243378_1000020|158477-199670: 30,633-36,560 (+)

36 40 41 44 47

MGV-GENOME-0271312: 28,653-36,031 (+)

31 37 38 44
DNA methyltransferase (CDS_0045)

SAMEA1906558_a1_ct137445_vs1: 32,420-36,677 (+)

DNA methyltransferase (CDS_0037)
DNA methyltransferase (CDS_0038)

IMGVR_UViG_3300029507_000131|3300029507|Ga0244816_100006|20666-61771: 31,359-35,620 (+)

34 35 36

IMGVR_UViG_3300008496_000206|3300008496|Ga0115078_100017|17940-57975: 29,694-34,696 (+)

capH (CDS_0032)
33 DNA methyltransferase (CDS_0037)

DNA methyltransferase (CDS_0038)

IMGVR_UViG_3300029374_000009|3300029374|Ga0243945_1000594: 29,148-35,198 (+)

30 31 35 36 40

2000 nt

DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)


