
uvig_337532: 20,874-28,477 (+)
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31
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37 38 39 40 41

uvig_89969: 19,881-29,003 (+)

29 30 31 32
retron_type_VI_hth_cluster2_1 (CDS_0033)

35 37 38

IMGVR_UViG_3300029497_000137|3300029497|Ga0244216_100053|96654-132331: 20,822-28,247 (+)

32 33 34 35 36 39 40 41

uvig_76429: 20,855-27,897 (+)

30 31 32 34 35 36 37

IMGVR_UViG_3300014553_000157|3300014553|Ga0134451_100006|95097-134429: 23,186-31,719 (+)

29 30 tRNA-Arg(CCG)

uvig_8178: 20,452-36,994 (+)

31 32 33 34 35 36 37 39 40

uvig_140087: 23,257-29,668 (+)

31 32 33 35 36 38

IMGVR_UViG_3300045988_125928|3300045988|Ga0495776_005577: 24,214-30,950 (+)

34 35 36

IMGVR_UViG_3300045988_083091|3300045988|Ga0495776_126939: 21,486-28,582 (+)

29 30 31 32

SAMN09781754_a1_ct11632: 23,628-32,168 (+)

35 36 37 38 39

MGV-GENOME-0253912: 22,132-29,520 (+)

32 33 34 35 36

uvig_329589: 23,345-33,227 (+)

28 HEase_00016 homing (CDS_0029) 34 36 37 38

IMGVR_UViG_2919928152_000003|2919928152|2919928213|78709-117754: 21,438-29,508 (+)

30 33 34

IMGVR_UViG_2898029274_000001|2898029274|2898029276|42950-81994: 21,438-29,508 (+)

30

IMGVR_UViG_2919922961_000002|2919922961|2919923072|50083-89120: 21,436-29,504 (+)

32 39

6000 nt

unknown function defence (PADLOC) tRNA


