
MGV-GENOME-0375938: 60,574-68,546 (+)

Lamassu-Fam__LmuB_SMC_Cap4_nuclease_II (CDS_0092)
93 94 95 96 97 98 99 100

101
tRNA splicing ligase (CDS_0102)

uvig_574284: 58,508-66,905 (+)

87 89 93

uvig_273163: 59,722-76,417 (+)

RecT-like ssDNA annealing protein (CDS_0091) 97
tRNA-Lys(CTT)

98 99 100 101 102 103 106

uvig_229599: 63,921-68,730 (+)

95

Han_2018_ERR1398095_NODE_30_length_85792_cov_68.948097: 63,591-68,114 (+)

92

IMGVR_UViG_3300029326_000054|3300029326|Ga0243238_100111: 63,437-70,053 (+)

89 90 94 96

IMGVR_UViG_3300045988_106597|3300045988|Ga0495776_152825: 63,437-68,588 (+)

93

MGV-GENOME-0344120: 51,634-58,460 (+)

80 82 83 84 85 86

MGV-GENOME-0355635: 59,093-66,001 (+)

84 85 91

IMGVR_UViG_3300045988_094335|3300045988|Ga0495776_151145: 59,093-65,854 (+)

90

MGV-GENOME-0351685: 56,989-66,239 (+)

87

SAMN11252267_a1_ct2529: 56,185-64,436 (+)

87 HNH endonuclease (CDS_0088)

6000 nt

DNA, RNA and nucleotide metabolism unknown function defence (DefenseFinder) tRNA pseudogene


