
uvig_529584: 10,668-35,537 (+)
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ATPase (CDS_0021)

22
transposase (CDS_0023)

24 25

DNA methyltransferase (CDS_0026)
RM_Type_II__Type_II_MTases_FAM_25 (CDS_0027)

RM_Type_IIG__Type_IIG_2 (CDS_0028)
29 30

cyanobacterial phosphoribosylglycinamide formyltransferase (CDS_0031)
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41 42

uvig_211211: 10,616-30,245 (+)

24 25 26

cyanobacterial phosphoribosylglycinamide formyltransferase (CDS_0027)

28
29

30 31 32

MGV-GENOME-0308637: 10,616-35,005 (+)

24 25 26 27 28 29 30 31

cyanobacterial phosphoribosylglycinamide formyltransferase (CDS_0032)

33
34

35 36 37 42

IMGVR_UViG_3300029337_000251|3300029337|Ga0243320_1000238|41328-81145: 10,616-30,001 (+)

24 25 26

cyanobacterial phosphoribosylglycinamide formyltransferase (CDS_0027)

28
29

30 31 32

SAMEA2737779_a1_ct54668_vs1: 10,616-35,833 (+)

24 25 26 2728 29
30

31 32 33 34

cyanobacterial phosphoribosylglycinamide formyltransferase (CDS_0035)

36
37

38 39 Reverse transcriptase (CDS_0040)

SAMN06164998_a1_ct83614_vs1: 10,668-27,259 (+)

25 26 Reverse transcriptase (CDS_0027)

MGV-GENOME-0238734: 10,668-25,196 (+)

25

uvig_576055: 11,118-26,221 (+)

24 25

SRS140513_a1_ct9761_vs1: 11,590-27,320 (+)

25 27 28 29

MGV-GENOME-0276820: 36,224-41,591 (+)
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DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover other tail unknown function defence (DefenseFinder)


