
uvig_593595: 21,663-26,029 (+)

32 33 34 35 36
DnaB-like replicative helicase (CDS_0037)

38 SspD_00001 SspD (CDS_0039)

SAMN11252270_a1_ct285869_vs1: 20,745-28,192 (+)

38 39
HEase_00016 homing (CDS_0040)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0041)

42 43 44
site-specific recombination directionality factor RDF (CDS_0045)

46

MGV-GENOME-0238065: 22,482-26,994 (+)

Mom-like DNA modification protein (CDS_0040) 41

SAMN10290229_a1_ct28872_vs1: 21,291-26,036 (+)

MTase_II_00157 Type (CDS_0038)

MGV-GENOME-0237069: 22,836-27,796 (+)

DNA methyltransferase (CDS_0040)
41

IMGVR_UViG_3300029741_000015|3300029741|Ga0245200_100886: 22,748-30,523 (+)

Mom-like DNA modification protein (CDS_0040) 42 43 44 45 46 47

IMGVR_UViG_3300045988_059748|3300045988|Ga0495776_063793: 22,752-30,531 (+)

Mom-like DNA modification protein (CDS_0040) 41

MGV-GENOME-0235809: 17,331-27,170 (+)

endolysin (CDS_0025) 26 27 28 29 30
capH (CDS_0031)

33 34 36

IMGVR_UViG_3300045988_087965|3300045988|Ga0495776_173881: 17,331-28,379 (+)

33 34 40 41

4000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis other unknown function defence (DefenseFinder) defence (PADLOC)


