endolysin (CDS_0028) DNA repair protein (CDS_0032) 40

25 26 27 29 30 31 33 34 35 36 tRNA-Met(CAT) 37 38 39T41 42
B O —C O —C T CaaeD— 3 PR

IMGVR_UViIG_3300045988_126781|3300045988|Ga0495776_134097:25,045-37,818 (+)
DNA repair protein (CDS_0033)

29 31 32 34 35 36
D O ——C T ad@ T { iPb
IMGVR_UViG_3300045988_171185|3300045988|Ga0495776_136295:25,818-37,268 (+)
24 29
o O
MGV-GENOME-0286025: 24,353-33,304 (+)
33 34 35 36
0 | Sy S— Vo W S SV o [ S GRS ) WY,

uvig 580445:26,715-36,446 (+)

@W
o

31 32 33 34

vig_582842:24,500-34,863 (+)

c
w
N
]
[ ]

SAMNO9781741_al_ct98766_vs1:25,631-34,463 (+)

w
-

37

SAMN05827076 al_ct117117_vs1:26,498-35 567( )

w
-
W
w

SAMN10080922 al ct14256 vs1:25017-33 348( )

29 RM_Type_ll_Type_ll_MTases_FAM_1(CDS_0030) 34 35 36 37 38 39
— — EEEee—— [—— 1 — W —— — . ——§—a— — |
SAMNO5826502  al Ct7476 _vs1:25,719-39, 246( )
30 31 32 33 34 35 36 37 38 39 40

IMGVR_UViG_3300045988_156811|3300045988|Ga0495776_047328:24,505-37,412 (+)
29 30 31 32 33 34 35

N
(o<

IMGVR_UVIiG_ 3300045988 129573|3300045988\(330495776 05450‘3> 23 683- 34243( )

28 31 32 33 34 35 36 37 38
Do D — & @aacT T abh e a0
uvig_593573:25,063-38,889 (+)
31 32 33 34 35 36 37 38
0 D gy O gy W S0 T O T SO 5 W g o G G S W0
SAMNO9781784 al ct8371:25,768-38,701 (+)
30 31 32 33 34 35 36 37
—— — I I B |

I E—
uvig 581749:23,491-36,697 (+)
29

uvig_591011:24,307-32,821 (+)
29 30 31 32 33 34 35 37 38

C—— W — 1 — ]
SAMN11252279 _al ct18311:24,122-34,925 (+)

5000 nt {
DNA, RNA and nucleotide metabolism lysis transcription regulation unknown function defence (DefenseFinder) tRNA
— I




