24 25 26 27 28 29 30 31 32 33 RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0034)

MGV-GENOME-0249133:23,865-27,870 (+)
52 53 54 55 DNA methyltransferase (CDS_0057)

— .
IMGVR_UViG_3300045988_126781|3300045988|Ga0495776_134097:40,079-44,758 (+)

56 57 58 59

[5d
| »

IMGVR_UViG_3300045988_156811|3300045988|Ga0495776_047328:39,740-45,619 (+)

MTase_l1_00048 Type (CDS_0050)
44 radical SAM domain protein (CDS_0049) 52

uvig_582842:36,626-42,412 (+)
HNH endonuclease (CDS_0039)
40 44 48 49 51 DNA methyltransferase

|

uvig_586174:34,297-40,883 (+)
33 34 35 36 37

I |
MGV-GENOME-0284824:26,051-29,958 (+)
radical SAM domain protein (CDS_0022)
radical SAM domain protein (CDS_0023)

e e e W—
MGV-GENOME-0211066:20,714-24,070 (+)

17 18 19 radical SAM domain protein (CDS_0024) radical SAM domain protein (CDS_0025) 28 29

MGV-GENOME-0213124: 19,040-26,413 (+)
48 49

MGV-GENOME-0294992:36,768-41,487 (+)
MTase_lI_00048 Type (CDS_0034)

24 25 26 27 30 31 32 33 35
PSS I e v B TS TS T, T o T T——
MGV-GENOME-0211902:21,019-28,529 (+)
k 3000 nt 1

DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder) defence (PADLOC)
I




