
uvig_540236: 28,328-36,809 (+)

ERCC4-type nuclease (CDS_0046)
47 DNA primase/helicase (CDS_0048) 49 50 51 52 53 54 55 56

transcriptional regulator (CDS_0057)
58 59 60 61

IMGVR_UViG_2915301983_000003|2915301983|2915302004|163462-200915: 28,229-37,453 (+)

51 52 53 54 55 56 59

uvig_171918: 27,935-37,372 (+)

46 51 52 53 54 55 56 57 59 60

uvig_313411: 21,544-29,008 (+)

ERCC4-type nuclease 39 40 41 43 44

uvig_204524: 19,684-26,663 (+)

35 36 40 41

IMGVR_UViG_3300029690_000354|3300029690|Ga0245210_100616|3-35019: 27,307-35,016 (+)

46 48 50 51 52

MGV-GENOME-0247085: 28,065-36,260 (+); 1-4,337 (+)

1 2 348 49 53

uvig_216693: 15,178-23,601 (+)

34 35 36

IMGVR_UViG_3300029462_000146|3300029462|Ga0244093_100267|8349-45174: 28,326-36,825 (+)

45 46 47 48 52 53

5000 nt

DNA, RNA and nucleotide metabolism transcription regulation unknown function


