
MGV-GENOME-0290648: 33,377-43,161 (+); 1-1,242 (+)

terminase large subunit (CDS_0001)57 58 59 60 61 62

phosphoadenosine phosphosulfate reductase (CDS_0063)
DNA methyltransferase (CDS_0064)

65 66 67 68 69 70 71 72 73 74 75 76 77 78 79

IMGVR_UViG_3300045988_020451|3300045988|Ga0495776_007137: 30,340-40,232 (+); 1-1,242 (+)

49 51 55

phosphoadenosine phosphosulfate reductase (CDS_0056)
DNA methyltransferase (CDS_0057)

58 59 60 61 62 63 64 65 66 tRNA-Gln(TTG)

MGV-GENOME-0272826: 31,775-40,828 (+); 1-1,242 (+)

56 57

phosphoadenosine phosphosulfate reductase (CDS_0058)
DNA methyltransferase (CDS_0059)

60 61 62 63
Lar anti-RM (APIS033) (CDS_0064)

65 66 67

IMGVR_UViG_3300045988_046786|3300045988|Ga0495776_008051: 31,775-40,828 (+); 1-1,242 (+)

56 57

phosphoadenosine phosphosulfate reductase (CDS_0058)
DNA methyltransferase (CDS_0059)

60 61 62 63
Lar anti-RM (APIS033) (CDS_0064)

65 66 67

MGV-GENOME-0269612: 31,521-40,198 (+); 1-1,242 (+)

55 56

phosphoadenosine phosphosulfate reductase (CDS_0057)
DNA methyltransferase (CDS_0058)

59 60 61 62 63 64

SRS143417_a1_ct17744: 31,385-40,731 (+)

Holliday junction resolvase (CDS_0055) 56 57

phosphoadenosine phosphosulfate reductase (CDS_0058)
DNA methyltransferase (CDS_0059)

60 61 62 63
Lar anti-RM (APIS033) (CDS_0064)

65 66 67

MGV-GENOME-0264687: 30,326-39,273 (+); 1-1,242 (+)

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0046)

52 53 54
DNA methyltransferase (CDS_0055)

56 57 58 59

Lar anti-RM (APIS033) (CDS_0060)

61 62 63

IMGVR_UViG_3300045988_019189|3300045988|Ga0495776_006872: 30,556-39,819 (+); 1-1,242 (+)

57
MTase_II_00172 Type (CDS_0058)

59

DNA methyltransferase (CDS_0060)

61 62 6364 65 66 67 68 69

uvig_149268: 30,587-39,562 (+); 1-1,242 (+)

57
MTase_II_00172 Type (CDS_0058)

59

DNA methyltransferase (CDS_0060)

61 62 6364 65 66 67 68 69

IMGVR_UViG_3300045988_017389|3300045988|Ga0495776_007595: 30,207-40,645 (+); 1-2,611 (+)

2phosphoadenosine phosphosulfate reductase (CDS_0053) 54 55 56 57 58 59 60 61 62 63 64 65 capH (CDS_0066)
terminase small subunit (CDS_0070)

uvig_170205: 30,112-40,604 (+); 1-1,242 (+)

phosphoadenosine phosphosulfate reductase (CDS_0052)
DNA methyltransferase (CDS_0053)

54 55 56 57 58 59 60 61 62 63 64 capH (CDS_0065)

IMGVR_UViG_3300045988_022261|3300045988|Ga0495776_008922: 30,112-38,401 (+); 1-1,242 (+)

phosphoadenosine phosphosulfate reductase (CDS_0052)
DNA methyltransferase (CDS_0053)

54 55 56 57 58 capH (CDS_0059)

MGV-GENOME-0271098: 30,187-40,501 (+); 1-1,242 (+)

phosphoadenosine phosphosulfate reductase (CDS_0050) 51 52 53 54 55 56 57 58
Mom-like DNA modification protein (CDS_0059)

60 61 capH (CDS_0062)

5000 nt

DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover other unknown function defence (PADLOC) anti-defence (dbAPIS) tRNA


