
MGV-GENOME-0278633: 23,508-30,078 (+)

34 35 36 37 38 39 40 41 42 43 44 45 46 exonuclease (CDS_0047) 48

MGV-GENOME-0266739: 23,873-30,649 (+)

38 capH (CDS_0039)

uvig_204288: 23,173-29,956 (+)

38 39 40 41 44

MGV-GENOME-0273125: 23,229-29,584 (+)

36 37

IMGVR_UViG_3300029745_000016|3300029745|Ga0245251_100824: 22,858-29,275 (+)

37 38

uvig_149268: 23,990-29,778 (+)

41 42 43

IMGVR_UViG_3300045988_020451|3300045988|Ga0495776_007137: 23,899-29,823 (+)

41 42

MGV-GENOME-0264687: 23,051-29,809 (+)

36 37 retron_type_VI_hth_cluster2_1 (CDS_0038)

uvig_533157: 23,062-31,470 (+)

36 41 capH (CDS_0042) 43 44

MGV-GENOME-0269612: 22,893-30,712 (+)

39
capH (CDS_0040)

41 42

IMGVR_UViG_3300045988_022261|3300045988|Ga0495776_008922: 22,558-28,165 (+)
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3000 nt

DNA, RNA and nucleotide metabolism unknown function defence (PADLOC)


