
MGV-GENOME-0272650: 31,996-35,821 (+)

57
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0058)

59 60 61 62 63 64 65
HNH endonuclease (CDS_0066)

67

SAMEA2737700_a1_ct181141_vs1: 26,480-30,752 (+)

52 53 55

IMGVR_UViG_3300045988_003161|3300045988|Ga0495776_024901: 30,462-35,424 (+)

58 59 60 61 62

IMGVR_UViG_3300045988_006050|3300045988|Ga0495776_006888: 30,600-37,066 (+)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0058)
59 60 65 66

Holliday junction resolvase (CDS_0067)
68

IMGVR_UViG_3300045988_035992|3300045988|Ga0495776_006859: 29,998-34,065 (+)

HNH endonuclease (CDS_0054) 59 60 62 63

MGV-GENOME-0234176: 26,559-34,034 (+)

54 55 56
Lar-like restriction alleviation protein (CDS_0059)

60 61 62 63 64

MGV-GENOME-0218927: 1-4,720 (-)

12
Lar-like restriction alleviation protein (CDS_0003)

4678

uvig_204848: 30,375-37,183 (+)

60 61
PDC-M11B_WP_204471233.1 (CDS_0062)

63 64 66 68 69 70

IMGVR_UViG_3300045988_005960|3300045988|Ga0495776_111356: 30,320-37,186 (+)

60 61 62 63

uvig_56723: 31,756-38,010 (+)

59 62 63 65 66 70

2000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)


