Retron_VI_HTH (CDS_0031)
capH (CDS_0030)

33
22 24 34
123725 26 27 28 29 32|[3536 37 38
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IMGVR_UViG_3300045988_133856|3300045988|Ga0495776_103613: 24,424-31,691 (+)
Retron_VI_HTH (CDS_0029)
capH (CDS_0028)
23 27 T |30

L ] W N ———
MGV-GENOME-0285498: 24,425-30,734 (+)
Retron_VI_HTH (CDS_0037)
capH (CDS_0035)
tRNA-Arg(ACG) capH (CDS_0036)
29] 30 31 32 3334 | | |38

uvig_248074:26,400-37,474 (+)
Retron_VI_HTH (CDS_0040)
capH (CDS 6039)

34 35 36 37 38 T ‘ 4243 44

IMGVR_UViG_3300045988_167123|3300045988|Ga0495776_180017: 28,788-39,165 (+)
Retron_VI__HTH (CDS_0044)
capH (CDS_0043)
RpoS (VF0112) (CDS_0037) ‘ 46
30 33 34 35 DNA primase (CDS_0036) 38 39 40 41 42 45] 47 48
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SAMNO00998693_al ct28270 vs1:27,889-44,021 (+)
HNH endonuclease (CDS_0048)
Retron_VI_HTH (CD5_0045)
capH (CDS_0044)
anti-CRISPR-Cas (AcrllA7) (CDS_0030) amidase (CDS_0036) AbiD__AbiD (CDS_0039) 46
29 33 34 35 37 38 40 41 42 43 T47

52
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SAMNO5414972 a1 ct10238 vs1: 28,404-50,321 (+)
RpoS (VFO166) (CDS_0035)  Retron_VI_HTH (CDS_0040)
33 capH (CDS_0039)
32 34 36 3738 | | 41 47
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uvig 591196:28,169-38,845 (+)
Retron_VI_HTH (CDS_0039)
capH (CDS_0038)
3334 35 3637 | | 43

i
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uvig 582760:27,773-36,529 (+)

Retron_VI__HTH (CDS_0042)
capH (CDS_0041)
31 343536 37 38 39 40 | | HNH endonuclease (CDS_0043)

IMGVR_UViG_3300045988_097721|3300045988|Ga0495776_020989: 24,954-35,533 (+)
Retron_VI__HTH (CDS_0039)
capH (CDS_0038)
33 34 3536 37 |
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IMGVR_UViG_3300045988_146139|3300045988|Ga0495776_025861:29,119-38,997 (+)
HNH endonuclease (CDS_0041)
Retron_VI_HTH (CDS_0037)
capH (CDS_0036)

33 38 40
32 [3435 3ol
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IMGVR_UViG_3300029514_000145|3300029514|Ga0244787_100196[47824-84412:27,889-36,160 (+)
virion structural protein (CDS_0021) RpoS (VF0112) (CDS_0028) retron_type_VI_hth_cluster2_1 (CDS_0033)
20 DNA primase (CDS_0027) 29 30 31 32 T34 37 38

45

g

uvig_144981:16,278-39,781 (+)
Retron_VI_HTH (CDS_0034)
capH (CDS_0033)

21 22 23 24 2526 29T31 32T ‘TséHNHendonuclease(CDs 0037)

I I I
MGV-GENOME-0235295: 24,125-33,941 (+)
Retron_VI_HTH (CDS_0031)
capH (CDS_ 6030)

28 29T ‘ 133 HNH endonuclease (CDS_0034)

MGV-GENOME-0231386:16,299-33,162 (+)
37

N -
MGV-GENOME-0227044:29,974-32,755 (+)
Retron_VI_HTH (CDS_0036)
capH (CDS_0035)
31 32 3334 | |37
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IMGVR_UViG_3300045988_147011[3300045988|Ga0495776_041663:28,206-37,123 (+)
9000 nt i
DNA, RNA and nucleotide metabolism head and packaging lysis unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) tRNA
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