
MGV-GENOME-0257424: 21,424-28,237 (+)

30 31
tRNA-Undet(NNN)

32 33 34 35 36
MTase_II_00157 Type (CDS_0037)

38 39 40 41
HNH endonuclease (CDS_0042)

terminase small subunit (CDS_0043)

IMGVR_UViG_3300045988_083861|3300045988|Ga0495776_074966: 24,265-31,081 (+)

40
RM_Type_II__Type_II_MTases_FAM_3 (CDS_0041)

42

MGV-GENOME-0251679: 23,788-28,955 (+)

MTase_II_00157 Type (CDS_0036)
37 38 42

MGV-GENOME-0137997: 14,332-19,053 (+)

29 30

SRS016437_a1_ct9737_vs1: 24,265-30,099 (+)

39 40 44

IMGVR_UViG_3300045988_115775|3300045988|Ga0495776_061295: 26,297-32,931 (+)

47 48 49

MGV-GENOME-0288000: 28,457-34,962 (+)

46 47 48 52

SRS015782_a1_ct17193_vs1: 16,287-23,951 (+)

21 26 27 phosphoadenosine phosphosulfate reductase (CDS_0028)

IMGVR_UViG_3300045988_094796|3300045988|Ga0495776_035875: 26,311-29,609 (+)

46

MGV-GENOME-0230431: 26,630-30,215 (+)

43 44

MGV-GENOME-0305669: 16,952-23,311 (+)

27 28
nucleoside deoxyribosyltransferase (CDS_0029)

30 31 32

MGV-GENOME-0273449: 23,682-29,009 (+)

DNA methyltransferase (CDS_0037) 38 42

MGV-GENOME-0219390: 25,158-31,454 (+)

38
radical SAM domain protein (CDS_0039)

40

MGV-GENOME-0126416: 13,543-17,843 (+)

29 30

MGV-GENOME-0226920: 18,262-22,815 (+)

34 35 36 40

uvig_197049: 39,928-45,110 (+)

radical SAM domain protein (CDS_0057) 58 61

IMGVR_UViG_3300045988_094970|3300045988|Ga0495776_063527: 30,696-33,970 (+)

44 49

MGV-GENOME-0236242: 31,025-34,567 (+)

49

MGV-GENOME-0203789: 22,154-28,642 (+)

35 36
DNA methyltransferase (CDS_0037)

38 39

uvig_158637: 17,845-23,598 (+)

34 35 SEFIR__bSEFIR (CDS_0038)

SAMN00792043_a1_ct33283_vs1: 27,850-33,499 (+)

45 46 49 51

uvig_329044: 31,285-37,019 (+)

48 49 50

MGV-GENOME-0201202: 22,162-28,182 (+)

31 32 33 37

uvig_456980: 25,457-31,503 (+)

40 41 42 43 47

MGV-GENOME-0298438: 24,011-28,505 (+)

37 38 39 40

MGV-GENOME-0202485: 22,468-27,853 (+)

36
RM_Type_II__Type_II_MTases_FAM_3 (CDS_0037)

39 40 41

IMGVR_UViG_3300045988_086111|3300045988|Ga0495776_144808: 27,677-33,273 (+)

45 46 47 48 49

SAMN04571721_a1_ct54544_vs1: 31,736-35,804 (+)

48 49 53

SAMN05827182_a1_ct5488_vs1: 35,127-41,422 (+); 1-3,012 (+)

1 2radical SAM domain protein (CDS_0054) 55 56

uvig_539221: 26,026-34,114 (+)

anti-CRISPR-Cas evasion by DNA repair (APIS154) (CDS_0038)
41 42 46

pyrophosphatase (CDS_0047)
48 52

uvig_484140: 40,954-45,309 (+)

56 57
nucleoside deoxyribosyltransferase (CDS_0058)

62

uvig_294950: 40,675-45,030 (+)

60

uvig_34111: 37,666-42,610 (+)

57 SEFIR__bSEFIR (CDS_0058)

uvig_466583: 34,433-41,173 (+)

44 45 49 transposase (CDS_0050) 51

IMGVR_UViG_2562617173_000004|2562617173|2562631445|3-35020: 32,021-35,017 (+)

51 52

3000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision moron, auxiliary metabolic gene and host takeover other unknown function defence (DefenseFinder)

defence (PADLOC) anti-defence (dbAPIS) tRNA pseudogene


