3 4 5 6 7 8 9 10 11 12 13 14 15 16 17

I — ——
IMGVR_UViG_3300029361_000393|3300029361|Ga0243815_1000048|58548-98830: 1,973-8,810 (+)

o]

9 10 11

IMGVR_UViG_3300045988_176659|3300045988|Ga0495776_147775:1,973-8,810 (+)
radical SAM domain protein (CDS_0008)
7 9 10 11 12 13

uvig 550961:1,973-10,725 (+)
protease (CDS_0013)
8 9 10 11 12 14 15 16 17

;

SRS019090_al_ct55711 vs01:1,973-10,273 (+)
protease (CDS_0013)
8 9 10 11 12 14 1516 17 18

|
+

I —— — Tt ———— 3 — 1 —]—f— | — ]
IMGVR_UViG_2588254085_000003|2588254085|2588306063|19481-58431: 1,973-10,480 (+)

protease (CDS_0013)
8 9 10 11 12 14 15 16

E

IMGVR_UViG_3300008712_000186|3300008712|Ga0113873_100052[100396-138784:1,973-10,215 (+)

radical SAM domain protein (CDS_0009)
8 10 11

Han_2018_ERR1398162 NODE_610_length_40496_cov_15.359462:1,973-10,361 (+)
radical SAM domain protein (CDS_0010)
radical SAM domain protein (CDS_0009)
8 | 11 12

MGV-GENOME-0267854:1,973-10,362 (+)
8 9 13 14

MGV-GENOME-0270542:1,973-9,919 (+)
3000 nt i
head and packaging other unknown function
I




