154 156
ATPase (CDS 0153) | 155 | 157 158 159 160 161 162

IMGVR_UViG_3300007297_000001|3300007297|Ga0104793_100025: 142,688-149,147 (+)
157 160

IMGVR_UViG_3300014024_000001|3300014024|Ga0119801_100026: 139,698-145,646 (+)
151 154155156 157 159 RIIB lysis inhibitor (CDS_0162) RIIA lysis inhibitor (CDS_0163)

IMGVR_UViG_3300045988_178781|3300045988|Ga0495776_014657:142,429-153,127 (+)
154 155 156

IMGVR_UViG_3300045988_176406|3300045988|Ga0495776_008968: 143,834-151,860 (+)
Rnase H (CDS_0148)
149150151 153 156 157 158 159

%
\

SAMEA2738129 b1_ct3:140,693-153,912 (+)
145 146 147 149 150 EibE (VF1172) (CDS_0156)

%

IMGVR_UViG_3300045988_164140|3300045988|Ga0495776_008967:137,149-149,915 (+)
5000 nt {
DNA, RNA and nucleotide metabolism lysis other unknown function virulence (VFDB)
— I




