AbiEi_WP_004816766.1 AbiEi (CDS_0122)

DS-4__DS-4A (CDS_0119) polynucleotide kinase (CDS_0121) trim_DfrA9-NCBIFAM trimethoprim-resistant dihydrofolate reductase DfrA9 (NFO00109.2) (CDS_0133)

117 118 120 | lipoprotein (CDS_0123)124 125 126 127 128 129 130 131 132
&K K K K X —CEEEK K K K K K
SAMEA2738078 b1 ct2:122,506-131,889 (+)

124125 126 127
aC_K K KX X X K K K K K K
IMGVR_UViG_3300008537_000012|3300008537|Ga0111051_100025: 121,527-130,935 (+)

124 125 126
aC_X K X < i\ K K [CK K
IMGVR_UViG_7000000462_000080|7000000462|SRS012279_Baylor_scaffold_63694:120,414-129,316 (+)
AbiEi_WP_004816766.1 AbiEi (CDS_0124)

126 127 128 129 135
ac_« K T K ACEEK K K — K K
IMGVR_UViG_3300011914 000001|3300011914|Ga0119804_100008: 119,224-128,188 (+)

125 127 128 129
& K K K < K K K K S K
IMGVR_UViG_3300045988_171858|3300045988|Ga0495776_005735:120,449-129,770 (+)
121 126 127 128 130
a&C_K K__K X X K K K (K K K
IMGVR_UViG_3300045988_178781|3300045988|Ga0495776_014657:121,346-130,275 (+)
115 116 117 DNA repair exonuclease (CDS_0118) 121 122 126 127

K K —CK K S

I
IMGVR_UViG_3300045988_176406|3300045988|Ga0495776_008968: 118,836-128,083 (+)
121 122

<
K & KK S G G K K

I
SAMEA2738129_b1 ct3:119,463-129,615 (+)
} 4000 nt {
DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder) defence (PADLOC) AMR (AMRFinderPlus)




