
IMGVR_UViG_3300045988_088342|3300045988|Ga0495776_145824: 21,581-32,217 (+)

27 28 29 30
FtsK/SpoIIIE-like protein (CDS_0031)

RecT-like ssDNA annealing protein (CDS_0032)

33 3435 36 37 38 39 40 41 42 43 44 terminase (CDS_0045)

MGV-GENOME-0246231: 21,581-32,217 (+)

35 36 37 38 39 40 41 42 43

MGV-GENOME-0226499: 21,155-30,402 (+)

25 33 34 35 36 37 38 39 40 41 43

IMGVR_UViG_7000000009_000053|7000000009|SRS018300_Baylor_scaffold_35971: 21,364-31,944 (+)

33 34 35 36 37 38 39 40 42

SRS143253_a1_ct30487: 21,649-33,419 (+)

36 37
Kiwa__KwaB (CDS_0038)

39 40 41 42 43 45 46

IMGVR_UViG_3300006460_000026|3300006460|Ga0100061_100583: 23,787-29,798 (+)

35 37

MGV-GENOME-0238693: 24,755-33,536 (+)

32 33 34

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0035)

38 39
Kiwa__KwaB (CDS_0040)

41 42 43 44 45

IMGVR_UViG_3300045988_119589|3300045988|Ga0495776_061444: 24,530-32,983 (+)

39 40
Kiwa__KwaB (CDS_0041)

4243 44 45

IMGVR_UViG_3300007979_000025|3300007979|Ga0114002_100486: 22,774-29,590 (+)

35 3637

IMGVR_UViG_3300008490_000002|3300008490|Ga0115197_1000568: 24,378-32,894 (+); 1-5,718 (+)

1 Alt-like RNA polymerase ADP-ribosyltransferase (CDS_0002) 337 38 39 40 41 42 43
MTase_II_00074 Type (CDS_0044)

IMGVR_UViG_7000000367_000047|7000000367|SRS048791_LANL_scaffold_43465: 24,381-32,896 (+)

36 37 38 39 40 41 42 MTase_II_00074 Type (CDS_0043)

IMGVR_UViG_3300008515_000032|3300008515|Ga0115189_1000342: 24,107-30,985 (+)

37 40 41 42 43 44

5000 nt

DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover unknown function defence (DefenseFinder) defence (PADLOC)

anti-defence (dbAPIS)


