
SRS143253_a1_ct30487: 18,273-27,658 (+)

amidase (CDS_0021)
22 23 24 25 26

27
28 29 30 31

FtsK/SpoIIIE-like protein (CDS_0032)
Bet-like ssDNA annealing protein (CDS_0033)

34 35

IMGVR_UViG_7000000009_000053|7000000009|SRS018300_Baylor_scaffold_35971: 17,847-27,373 (+)

18 24

SRS076764_a1_ct26413_vs1: 20,117-33,323 (+)

29 30

clamp loader of DNA polymerase (CDS_0031)

32
tRNA-Thr(TGT)

33 34 35 36

IMGVR_UViG_3300045988_119589|3300045988|Ga0495776_061444: 20,368-28,708 (+)

30 33 34 35 anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0036)

IMGVR_UViG_3300008283_000103|3300008283|Ga0110914_100369: 20,696-30,833 (+)

ABC transporter (VF0818) (CDS_0028) 29

MGV-GENOME-0238693: 19,655-28,931 (+)

27 29

IMGVR_UViG_3300008515_000032|3300008515|Ga0115189_1000342: 20,360-28,284 (+)

28 31 37

IMGVR_UViG_3300008125_000020|3300008125|Ga0114856_1000444: 20,110-32,374 (+)

PDC-S05_WP_065233724.1 (CDS_0029)
ThsB1_00017 TIR-like (CDS_0030)

PDC-M50A_WP_058056640.1 (CDS_0031)
MTase_II_00157 Type (CDS_0032)

REase_II_00063 Type (CDS_0033)

IMGVR_UViG_3300008621_000022|3300008621|Ga0115613_1000338: 20,110-37,742 (+)

REase_III_00001 Type (CDS_0029)
MTase_III_00003 Type (CDS_0030)

31 shah_acc_0139 HKD+Snf2 (CDS_0032) 33 34

7000 nt

DNA, RNA and nucleotide metabolism lysis moron, auxiliary metabolic gene and host takeover unknown function defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) tRNA


