MazF-like growth inhibitor (CDS_0081)

75 HNH endonuclease (CDS_0083)
74776 77 7879 80 | 82 84 85

I — . S S—— e -
MGV-GENOME-0347528:48,973-54,349 (+)

76 77 7879

I S NN N S . ——
uvig_241326:48,973-54,349 (+)

phosphoadenosine phosphosulfate reductase (CDS_0070)
69 7172 74 75 7677

N N —
uvig 158421:43,977-50,349 (+)
74
70  717273[75 76 77.78

B L1 |
uvig_129018:44,931-51,650 (+)
77
76178

I EEAN - —_—
OTU_447:44,264-49,794 (+)
Mom-like DNA modification protein (CDS_0072)
71 76
69 70[ 7475] 77

N (S I I S — B e -
uvig 247695:43,726-50,344 (+)

75
73 ET Mom-like DNA modification protein (CDS_0076)

- — S E——
uvig 130255:45,569-50,404 (+)

radical SAM domain protein (CDS_0074)
78
71 7273 75 77] 79

I I E— T S S
SAMNO9781787_al_ct22149:45475-52,306 (+)
77 78 79 81

| I N B S e .
MGV-GENOME-0348521:49,722-54,688 (+)
RNA-binding protein (CDS_0075)

74T 80

N S N I S —
uvig 225423:46,794-51,071 (+)
transcriptional regulator (CDS_0084)
transcriptional regulatoT(CDS_OOS?:)
Teplibation initiation protein (CDS_0089)
metallo-protease (CDS_0082)87
RM_Type_ll_Type_ll_MTases_FAM_1 (CDS_0069) DS-4__DS-4D (CDS_0078) 86
70 72 73 74 7576 77 "] 7980 81 85] |88 90 91 92 93 9495969798

{
—
%

I D B N N
MGV-GENOME-0358988:42,989-63,481 (+)
72 73 74 75767778

i

- - e I e B
uvig_141132:42,989-50,826 (+)

RM_Type_Il_Type_|l_MTases FAM_0 (CDS_0082)
79

74 80 RM_Type_ll_Type_ll_MTases_FAM_1 (CDS_0086)
7317576 78|81 | 83 84 85 87 88

I S . LR [ I S I ——
MGV-GENOME-0348537:47,243-56,685 (+)

73
7172 74 77 8

o

r!

- - — — ———
uvig 141251:46,765-51,667 (+)

73 MazEF_MazF (CDS_0077)
72 ] 7475 T78

. — - R — ——
uvig_127519:44,957-50,776 (+)

8000 nt {
DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function defence (DefenseFinder)
I




