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OTU_427: 31,566-40,140 (+)
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uvig_158421: 33,344-39,252 (+)
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uvig_241326: 35,267-42,364 (+)
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uvig_130255: 31,306-39,288 (+)
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uvig_225423: 32,690-40,499 (+)
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3000 nt

DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)


