anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0051)
RecT-like ssDNA annealing protein (CDS_0047) RM_Type_ll_Type_ll_MTases_FAM_1 (CDS_0053)
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MGV-GENOME-0348521:32,075-41,607 (+)
RM_Type_ll_Type_ll_MTases_FAM_1 (CDS_0052)
51 RM_Type_Il_Type_ll_MTases_FAM_2 (CDS_0053)

OTU_427:31,566-40,140 (+)
RM _Type_ll_Type_ll_MTases_FAM_0 (CDS_0053)

I S I 15555
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uvig_241326:35,267-42,364 (+)
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uvig_141251:33,164-41,063 (+)
RM _Type_ll_Type_Il_MTases_FAM_2 (CDS_0049)

uvig_127519:32,040-38,880 (+)
RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0053)
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uvig_293593:32,606-42,452 (+)
RM_Type_lI_Type_ll_MTases_FAM_2 (CDS_0054)
MTase_|I_00037 Type (CDS_0050)
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uvig_ 130255 31,306-39,288 (+)
MTase_lI_00037 Type (CDS_0052)
50 51 53 RM_Type_lI_Type_ll_MTases_FAM_2 (CDS_0056)

uvig 225423 32,690-40,499 (+)
3000 nt i
DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)
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