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MGV-GENOME-0282074: 18,158-35,644 (+)

nucleoside deoxyribosyltransferase (CDS_0039)
PD-T4-9_PD-T4-9_C (CDS_0037)
radical SAM domain protein (CDS_0040)
PD-T4-9_PD-T4-9_A (CDS_0035) LPS (VF0085) (CDS_0042)
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uvig_115464:22,251-39,663 (+)

Bacteriophage abortive infection AbiH__ AbiH (CDS_0042)
radical SAM domain protein (CDS_0040)
DNA binding protein (CDS_0036) terminase small subunit (CDS_0045)
transposase (CDS 0035) LPs (vF0085) (CDS_0043)
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uvig 473436:22,050-39,919 (+)
Bacteriophage abortive infection AbiH__AbiH (CDS_0040)
radical SAM domain protein (CDS_0038) LpPs (VF0085) (CDS_0041)
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MGV-GENOME-0268417:22,050-39,200 (+)
Bacteriophage abortive infection AbiH__AbiH (CDS_0037)
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MGV-GENOME-0305093: 29,394-44,860 (+)
Bacteriophage abortive infection AbiH__AbiH (CDS_0044)
radical SAM domain protein (CDS_0042) Lps (VF0085) (CDS_0045)
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MGV-GENOME-0287955:29,875-42,984 (+)
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DNA, RNA and nucleotide metabolism head and packaging integration and excision Iyﬁ other unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB)




