
uvig_187980: 21,713-35,973 (+)

31
Reverse transcriptase (CDS_0032)

33 34 35
amidase (CDS_0036)

37 38 39 integrase (CDS_0040)

MGV-GENOME-0250865: 20,857-35,117 (+)

33 34 35 36

MGV-GENOME-0285857: 22,430-37,079 (+)

35 36 37 38

MGV-GENOME-0231211: 21,029-33,298 (+)

endolysin (CDS_0032) 33 34

MGV-GENOME-0312007: 22,334-36,408 (+)

33 34 35

MGV-GENOME-0262576: 22,519-36,288 (+)

36 37 38 39

MGV-GENOME-0267034: 22,060-36,421 (+)

35 36 37 38

MGV-GENOME-0282074: 18,158-35,644 (+)

25 26 28 33 34 35

uvig_115464: 22,251-39,663 (+)

33 34
PD-T4-9__PD-T4-9_A (CDS_0035)

36

PD-T4-9__PD-T4-9_C (CDS_0037)

38

nucleoside deoxyribosyltransferase (CDS_0039)

radical SAM domain protein (CDS_0040)

41
LPS (VF0085) (CDS_0042)

43 44

uvig_473436: 22,050-39,919 (+)

amidase (CDS_0033) 34
transposase (CDS_0035)

DNA binding protein (CDS_0036)

3738 39

radical SAM domain protein (CDS_0040)

41

Bacteriophage abortive infection AbiH__AbiH (CDS_0042)

LPS (VF0085) (CDS_0043)
44

terminase small subunit (CDS_0045)

MGV-GENOME-0268417: 22,050-39,200 (+)

33 34 35 36 37
radical SAM domain protein (CDS_0038)

39

Bacteriophage abortive infection AbiH__AbiH (CDS_0040)
LPS (VF0085) (CDS_0041)

42 43

MGV-GENOME-0255899: 21,974-37,680 (+)

33 34 35 36

Bacteriophage abortive infection AbiH__AbiH (CDS_0037)
LPS (VF0085) (CDS_0038)

39 40

MGV-GENOME-0305093: 29,394-44,860 (+)

35 36 37
SspD_00001 SspD (CDS_0038)

39 40 4142 43 44 45 46 47
LPS (VF0085) (CDS_0048)

49 50

MGV-GENOME-0287955: 29,875-42,984 (+)

37 38 3940 41
radical SAM domain protein (CDS_0042)

43

Bacteriophage abortive infection AbiH__AbiH (CDS_0044)
LPS (VF0085) (CDS_0045)

46 47

7000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis other unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB)


