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Capsule (VFO003) (CDS_0009)
major head and protease protein (CDS_0004) 5 6 7 8 10 11 12 13 retron_type_VI_hth_cluster2_1 (CDS_0014)
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transcriptional repressor (CDS_0008)
transcriptional regulator (6DS_0007)
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MGV-GENOME-0167267:1-10,511 (+)

head decoration (CDS_0005)
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MGV-GENOME-0239031: 1-10,480 (+)
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MGV-GENOME-0181002: 1-9,707 (+)
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MGV-GENOME-0169814: 1-10,793 (+)
transcriptional regulator (CDS_0012)
head decoration (CDS_0005) transcriptional repressor (CDS_0010)
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MGV-GENOME-0189023: 1-13,708 (+)
retron_type_VI_hth_cluster2_1 (CDS_0010)
head decoration (CDS_0005) minor tail protein (CDS_0009)
6 7 8 | transcriptional regulator (CDS_0011)
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SRS020628_a1_ct145887_vs1:1-12,134 (+)

transcriptional regulator (CDS_0006)
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MGV-GENOME-0159670: 1-9,398 (+)
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MGV-GENOME-0160965: 1-9,570 (+)
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MGV-GENOME-0169440: 1-10,791 (+)
head decoration (CDS_0005) retron_type_VI_hth_cluster2_1 (CDS_0010)
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MGV-GENOME-0185824: 1-12,509 (+)
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MGV-GENOME-0177544:1-12,428 (+)
transcriptional repressor (CDS_0013)
PD-Lambda-5_B_WP_110365848.1 (CDS_0009) transcription;rregulator (CDS_0014)
head decoration (CDS_0005) transcriptional regulator (CDS 0012)
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MGV-GENOME-0192388: 1-15,235 (+)
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SRS020340_a1 _ct107450_vs1:1-7,235 (+)
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