
MGV-GENOME-0324200: 3-4,738 (+)

1 2
ATP-dependent DNA ligase (CDS_0003)

4 5 6

MGV-GENOME-0301837: 40,972-47,174 (-)

DNA primase (CDS_0026)
tRNA-Leu(TAA)

27

MGV-GENOME-0324642: 6,972-14,032 (+)

11 12 15 16 Mu Gam-like end protection (CDS_0017)

MGV-GENOME-0325024: 42,648-49,684 (-)

3031

MGV-GENOME-0327858: 1-13,500 (+)

1 2 3 4 5 6 7 8 9

MGV-GENOME-0323004: 1-14,579 (+)

Dda-like helicase (CDS_0001)
2 3 4 5 6 7 8 9

MGV-GENOME-0345199: 1-14,817 (+)

PDC-M16A_WP_151194710.1 (CDS_0001)
2 3 4 5 6 7 8 9

MGV-GENOME-0332591: 2-15,349 (+)

1 2
PDC-M16A_WP_151194710.1 (CDS_0003)

4 5 6 7 8 9 10 11

MGV-GENOME-0330290: 44,275-59,206 (-)

31323334
HEase_00016 homing (CDS_0035)

3637383940

MGV-GENOME-0326514: 43,015-57,335 (-)

3233343536373839

MGV-GENOME-0318192: 1-11,402 (+)

DNA polymerase (CDS_0001)
2 3 4 5 6 7

MGV-GENOME-0314630: 40,789-51,731 (-)

27282930313233

MGV-GENOME-0317147: 41,417-52,851 (-)

28293031323334

MGV-GENOME-0317160: 1-8,852 (+)

1 2 3 4

6000 nt

DNA, RNA and nucleotide metabolism unknown function defence (PADLOC) tRNA


