nucleoside triphosphate pyrophosphohydrolase (CDS_0038)
DNA polymerase exonuclease subunit (CDS_0039)

endolysin (CDS_0037) exonuclease (CDS_0041)
27 28 29 30 31 32 33 RNA polymerase (CDS_0034) 35 36 \ endonuclease VII (CDS_0040) 42 43
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IMGVR_UViG_2928536128 _000001|2928536128|2928536129|95609-141673: 20,805-32,004 (+)

29 33 3536endolysin (CDS_0037) 42
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IMGVR_UVIG_2912494449 000003|2912494449|2912494449|2337107-2386167:22,466-33,665 (+)
dATP / dGTP pyrophosphohydrolase (CDS_0038)
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DNA methyltransferase (CDS_0036)
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IMGVR_UViG_2754412360_000001|2754412360|2754417935|119199-165851:21,581-33,132 (+)
28 33 34

TemPhD_cluster_48053:21,965-32,178 (+)
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (CDS_0025)

Rz-like spanin (CDS_0024) 26 28 29 32 33T 35
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IMGVR_UViG_2808606917_000003|2808606917|2808662251|196876-244233: 18,800-32,740 (+)
32 3334dATP /dGTP pyrophosphohydrolase (CDS_0035)
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IMGVR _UViG_2808606900.000002|2808606900|2808660507(327237-374069: 18,983-32,560 (+)
dATP /dGTP pyrophosphohydrolase (CDS_0043)
35 DNA methyltransferase (CDS_0040) 4142 48
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IMGVR _UViG_2627854016_000004|2627854016|2627909473|584880-636195:25,711-35,046 (+)
3132 33 34 RusA-like Holliday junction resolvase (CDS_0036)

IMGVR_UVIG_2609460108_000001|2609460108|2609532202|7693-54104:21,582-30,664 (+)

DNA methyltransferase (CDS_0032) 33 endolysin (CDS_0034) exonuclease (CDS_0039)
| I N 0 — I I I

IMGVR_UViG_2663763046_000002|2663763046|2663810021|95416-143541:21,825-32,508 (+)
DNA methyltransferase (CDS_0032) 33 endolysin (CDS_0034)

IMGVR _UVIG_ 2693429511 000004|2693429511]2693430803|83810-131935:21,825-31,681 (+)
31  endolysin (CDS_0032)

IMGVR_UVIG_2609460129_000003|2609460129|2609535534|7631-55596:21,597-31,320 (+)
endolysin (CDS_0032)

31 34 HNH endonuclease (CDS_0037)
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IMGVR_UVIG_2636415869_000001|2636415869|2636477273|86199-133033:22,092-31,605 (+)
RusA-like Holliday junction resolvase (CDS_0036)
endolysin (CDS_0034)
32 33 35
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IMGVR_UViG_2551306689_000002|2551306689|2551478448|27556-75920:22,065-32,747 (+)
32 33 34dATP / dGTP pyrophosphohydrolase (CDS_0035)
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TemPhD_cluster_40486:21,101-30,433 (+)

24 29 30 31dATP / dGTP pyrophosphohydrolase (CDS_0032)
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IMGVR_UVIG_641736129_000013|641736129|641757338|4002-49690:19,616-29,361 (+)
transposase (CDS_0040)
transposase (CDS_0038)

31 DNA methyltransferase (CDS_0035) 36 37 transposase (CDS_0039)  endolysin (CDS_0041)
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IMGVR _UViG_2808606874_000006|2808606874|2808658188(726747-778543:23,113-37,131 (+)
5000 nt {
DNA, RNA and nucleotide metabolism integration and excision lysis other unknown function AMR (AMRFinderPlus)
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