terminase large subunit (CDS_0001)
2 3

pyrophosphatase (CDS_0011)
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MGV-GENOME-0294169: 1-17,035 (+)
8 9 14

e
MGV-GENOME-0291050: 2,746-13,834 (+)
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uvig_200380: 1-16,450 (+)
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MGV-GENOME-0284335:1-14,576 (+)

oMTase_00015 orphan (CDS_0009)
12
17 19 pyrophosphatase (CDS_0021)
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MGV-GENOME-0314157:1-23,893 (+)
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MGV-GENOME-0288958: 1,627-16,142 (+)
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MGV-GENOME-0305525: 1-20,536 (+)
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MGV-GENOME-0294288:1-17,639 (+)

MTase_l_00074 Type (CDS_0009) 20
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MGV-GENOME-0323718: 1-28,202 (+)
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MGV-GENOME-0314392:1-22,931 (+)
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MGV-GENOME-0313873:1-22,706 (+)
11 13 15 17 19

7 9 10T12[ 147 16 [18]

MGV-GENOME-0309986: 1-21,237 (+)
MTase_lI_00074 Type (CDS_0009)
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MGV-GENOME-0318660: 1-24,815 (+)
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MGV-GENOME-0316807: 1-23,998 (+)
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MGV-GENOME-0312939: 1-20,377 (+)
19
MTase_I_00074 Type (CDS_0005) 12 1416 18
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MGV-GENOME-0291474:1-16,045 (+)
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head and packaging moron, auxiliary metabolic gene and host takeover other unknown function defence (PADLOC)
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