
IMGVR_UViG_3300045988_139824|3300045988|Ga0495776_009760: 37,193-51,454 (+)

61 62 63
DNA binding protein (CDS_0064)

65 66 67 68 69 70 71 72 73 74 75 76

IMGVR_UViG_3300045988_156802|3300045988|Ga0495776_018063: 36,007-50,898 (+)

71 77

IMGVR_UViG_3300045988_148022|3300045988|Ga0495776_121821: 36,804-50,066 (+)

63 65

IMGVR_UViG_3300045988_134436|3300045988|Ga0495776_018038: 35,565-49,595 (+)

65

MGV-GENOME-0319442: 27,215-40,487 (+)

49

IMGVR_UViG_3300045988_139841|3300045988|Ga0495776_090814: 35,395-48,475 (+)

63 65

IMGVR_UViG_3300045988_144472|3300045988|Ga0495776_018011: 35,596-49,324 (+)

67 69

MGV-GENOME-0332833: 33,430-47,188 (+)

65

SAMN11893723_a1_ct92: 37,380-51,139 (+)

71

IMGVR_UViG_3300029840_000006|3300029840|Ga0245268_100422: 36,159-49,531 (+)

SspBCDE__SspD (CDS_0070) 72

IMGVR_UViG_3300045988_135896|3300045988|Ga0495776_018060: 35,886-49,578 (+)

67

MGV-GENOME-0337055: 35,740-48,493 (+)

63 SspD_00001 SspD (CDS_0067) 69

SRS147425_a1_ct9869: 37,668-52,322 (+)

72 73 76

MGV-GENOME-0337263: 37,086-51,217 (+)

70 73

MGV-GENOME-0338044: 37,710-51,829 (+)

67 72

MGV-GENOME-4429409: 36,849-50,850 (+)

65 67

MGV-GENOME-0336839: 37,508-49,695 (+)

69

uvig_182364: 37,582-50,625 (+)

67

IMGVR_UViG_3300045988_143237|3300045988|Ga0495776_017964: 37,439-50,497 (+)

70 73

IMGVR_UViG_3300045988_161986|3300045988|Ga0495776_019859: 36,309-48,288 (+)

67 69 73

MGV-GENOME-0334851: 35,328-48,069 (+)

66

MGV-GENOME-0335441: 34,557-48,422 (+)

oMTase_00024 orphan (CDS_0061)
62 63

MGV-GENOME-0336662: 36,118-49,262 (+)

63 64 69

MGV-GENOME-0336146: 33,981-48,887 (+)

oMTase_00024 orphan (CDS_0064)
65 66

MGV-GENOME-0335611: 33,623-48,529 (+)

oMTase_00024 orphan (CDS_0063)
64 SspBCDE__SspD (CDS_0065)

IMGVR_UViG_3300045988_134111|3300045988|Ga0495776_140080: 35,830-50,736 (+)

oMTase_00024 orphan (CDS_0064)
65 66

IMGVR_UViG_3300045988_143111|3300045988|Ga0495776_009717: 36,430-50,497 (+)

63 64

MGV-GENOME-0337087: 35,849-49,693 (+)

70 71

MGV-GENOME-0325153: 28,118-42,985 (+)

oMTase_00024 orphan (CDS_0048)
49 50

MGV-GENOME-0333965: 34,331-47,563 (+)

62 63

MGV-GENOME-0337855: 36,123-50,078 (+)

68 69 70

IMGVR_UViG_3300045988_133176|3300045988|Ga0495776_102360: 35,699-49,510 (+)

67 68 69

IMGVR_UViG_3300029532_000003|3300029532|Ga0244902_100305: 34,743-47,484 (+)

64 65

MGV-GENOME-0336572: 35,740-49,176 (+)

66 67

MGV-GENOME-0336051: 36,602-48,779 (+)

64 65

MGV-GENOME-0336966: 36,675-49,383 (+)

67 68

MGV-GENOME-0338856: 36,233-50,809 (+)

69 70 71 72 73 75

IMGVR_UViG_3300045988_151778|3300045988|Ga0495776_140289: 35,610-51,069 (+)

65 66 67 68 69 70 73

IMGVR_UViG_3300029871_000007|3300029871|Ga0245314_100407: 35,965-48,959 (+)

67 69 72

uvig_510008: 31,100-43,371 (+)

56 57

IMGVR_UViG_3300045988_124880|3300045988|Ga0495776_174379: 36,595-49,778 (+)

66 67 68

IMGVR_UViG_3300007312_000010|3300007312|Ga0104941_100181: 35,788-50,197 (+)

67 68 69 70 75

IMGVR_UViG_3300045988_131163|3300045988|Ga0495776_121952: 36,478-50,232 (+)

66 68 71

IMGVR_UViG_3300045988_130690|3300045988|Ga0495776_111928: 37,706-50,793 (+)

74 79

IMGVR_UViG_3300029582_000011|3300029582|Ga0245118_100364: 38,479-52,560 (+)

72

IMGVR_UViG_3300029124_000006|3300029124|Ga0169224_1000110: 38,077-51,030 (+)

73

IMGVR_UViG_3300045988_140545|3300045988|Ga0495776_019911: 36,458-50,538 (+)

75 76

IMGVR_UViG_3300045988_141567|3300045988|Ga0495776_017959: 37,929-51,996 (+)

72 73

IMGVR_UViG_3300045988_149980|3300045988|Ga0495776_020169: 36,617-50,093 (+)

69 70

MGV-GENOME-0336802: 37,320-50,088 (+)

71

MGV-GENOME-0336070: 36,250-50,316 (+)

68

IMGVR_UViG_3300045988_158546|3300045988|Ga0495776_073962: 32,150-46,191 (+)

61

IMGVR_UViG_3300045988_145581|3300045988|Ga0495776_020056: 35,116-49,126 (+)

65

MGV-GENOME-0318891: 27,226-41,399 (+)

49

uvig_487335: 27,420-41,516 (+)

48

MGV-GENOME-0329214: 32,408-46,395 (+)

62

uvig_277493: 26,018-40,321 (+)

45

IMGVR_UViG_3300045988_164441|3300045988|Ga0495776_018067: 36,872-50,922 (+)

70

IMGVR_UViG_3300045988_148096|3300045988|Ga0495776_090533: 35,014-48,112 (+)

70

IMGVR_UViG_3300045988_119732|3300045988|Ga0495776_036139: 33,056-46,025 (+)

60

IMGVR_UViG_3300030088_000037|3300030088|Ga0238489_10002: 37,646-50,728 (+)

70

MGV-GENOME-0336799: 36,552-49,667 (+)

70

IMGVR_UViG_3300045988_141565|3300045988|Ga0495776_102263: 36,281-49,564 (+)

70

IMGVR_UViG_3300045988_140846|3300045988|Ga0495776_017946: 37,365-50,261 (+)

68

IMGVR_UViG_3300045988_159587|3300045988|Ga0495776_121811: 37,100-50,062 (+)

70 73

IMGVR_UViG_3300045988_156011|3300045988|Ga0495776_174456: 37,486-49,785 (+)

69

IMGVR_UViG_3300045988_141153|3300045988|Ga0495776_176915: 36,091-48,483 (+)

67

MGV-GENOME-0339311: 37,785-51,461 (+)

74 77

IMGVR_UViG_3300045988_127964|3300045988|Ga0495776_017981: 36,547-50,549 (+)

68

Shkoporov_2018_SRR6128039_NODE_7_length_65168_cov_2518.553269: 36,718-51,349 (+)

63 64 65
oMTase_00015 orphan (CDS_0066)

67

MGV-GENOME-0331447: 33,249-46,130 (+)

oMTase_00015 orphan (CDS_0060)
61 66

MGV-GENOME-0258887: 26,019-37,483 (+)

61 62

6000 nt

DNA, RNA and nucleotide metabolism unknown function defence (DefenseFinder) defence (PADLOC)


